
GO:0000975
regulatory region DNA binding

0.028754
7 / 23

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.002011
7 / 15

GO:0001067
regulatory region nucleic acid binding

0.028754
7 / 23

GO:0003674
molecular_function

1.000000
1227 / 9019

GO:0003676
nucleic acid binding

0.379010
183 / 1316

GO:0003677
DNA binding

0.216985
129 / 889

GO:0003824
catalytic activity

0.009715
544 / 3719

GO:0003993
acid phosphatase activity

0.004087
9 / 25

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.260724
31 / 202

GO:0005488
binding

0.115722
610 / 4337

GO:0015926
glucosidase activity

0.006434
5 / 10

GO:0016787
hydrolase activity

0.000155
230 / 1370

GO:0016788
hydrolase activity, acting on ester bonds

0.021434
77 / 454

GO:0016791
phosphatase activity

0.032635
29 / 151

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.186574
34 / 214

GO:0016829
lyase activity

0.109724
25 / 143

GO:0016835
carbon−oxygen lyase activity

0.057726
14 / 66

GO:0016837
carbon−oxygen lyase activity, acting on polysaccharides

0.007090
6 / 14

GO:0042578
phosphoric ester hydrolase activity

0.033599
35 / 189

GO:0043565
sequence−specific DNA binding

0.091212
36 / 212

GO:0044212
transcription regulatory region DNA binding

0.022581
7 / 22

GO:0097159
organic cyclic compound binding

0.254645
386 / 2761

GO:1901363
heterocyclic compound binding

0.234639
386 / 2754


