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molecular_function

1.00000
4408 / 9866

GO:0003676
nucleic acid binding

0.31657
614 / 1355

GO:0003723
RNA binding

0.00563
232 / 459

GO:0003735
structural constituent of ribosome

3.49e−10
180 / 287

GO:0003824
catalytic activity

0.24619
1913 / 4243

GO:0005198
structural molecule activity

1.21e−07
219 / 379

GO:0005488
binding
0.12045

2170 / 4791

GO:0008233
peptidase activity

0.25596
141 / 302

GO:0008236
serine−type peptidase activity

0.00642
56 / 97

GO:0016787
hydrolase activity

0.08049
696 / 1501

GO:0017171
serine hydrolase activity

0.00642
56 / 97

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.13397
137 / 285

GO:0097159
organic cyclic compound binding

0.79403
1324 / 3004

GO:1901363
heterocyclic compound binding

0.79397
1320 / 2995


