
GO:0006139

nucleobase−containing compound metabolic process

2.44e−20

665 / 2371

GO:0006259

DNA metabolic process

< 1e−20

276 / 566

GO:0006260

DNA replication

< 1e−20

167 / 248

GO:0006261

DNA−dependent DNA replication

< 1e−20

113 / 139

GO:0006325

chromatin organization

< 1e−20

194 / 427

GO:0006725

cellular aromatic compound metabolic process

2.07e−20

726 / 2635

GO:0006807

nitrogen compound metabolic process

3.87e−17

719 / 2671

GO:0006996

organelle organization

2.18e−20

382 / 1198

GO:0008150

biological_process

1.000000

1775 / 8302

GO:0008152

metabolic process

1.81e−06

1174 / 5097

GO:0009058

biosynthetic process

0.000608

725 / 3114

GO:0009059

macromolecule biosynthetic process

1.85e−06

519 / 2071

GO:0009987

cellular process

2.47e−08

1265 / 5467

GO:0016043

cellular component organization

6.86e−15

496 / 1755

GO:0034641

cellular nitrogen compound metabolic process

2.71e−18

694 / 2537

GO:0034645

cellular macromolecule biosynthetic process

1.03e−06

516 / 2049

GO:0043170

macromolecule metabolic process

1.07e−09

906 / 3714

GO:0043933

macromolecular complex subunit organization

< 1e−20

271 / 761

GO:0044237

cellular metabolic process

1.09e−07

1078 / 4591

GO:0044238

primary metabolic process

4.65e−08

1056 / 4473

GO:0044249

cellular biosynthetic process

0.000216

694 / 2948

GO:0044260

cellular macromolecule metabolic process

1.01e−09

872 / 3556

GO:0046483

heterocycle metabolic process

4.89e−18

688 / 2516

GO:0051276

chromosome organization

< 1e−20

245 / 566

GO:0071704

organic substance metabolic process

3.02e−08

1113 / 4737

GO:0071840

cellular component organization or biogenesis

3.86e−12

523 / 1929

GO:0090304

nucleic acid metabolic process

1.10e−20

610 / 2129

GO:1901360

organic cyclic compound metabolic process

2.50e−18

729 / 2690

GO:1901576

organic substance biosynthetic process

3.66e−05

713 / 2998


