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RNA methylation

< 1e−20
73 / 170

GO:0006139
nucleobase−containing compound metabolic process

4.57e−17
395 / 2646

GO:0006725
cellular aromatic compound metabolic process

5.65e−15
418 / 2919

GO:0006753
nucleoside phosphate metabolic process

1.96e−20
101 / 371

GO:0006793
phosphorus metabolic process

1.22e−07
190 / 1282

GO:0006796
phosphate−containing compound metabolic process

3.09e−08
190 / 1259

GO:0006807
nitrogen compound metabolic process

1.19e−15
426 / 2963
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3.20e−08
232 / 1606
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6.22e−16
130 / 614
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biological_process

1
1143 / 10937

GO:0008152
metabolic process

2.00e−11
765 / 6328

GO:0009058
biosynthetic process

3.47e−08
468 / 3683

GO:0009117
nucleotide metabolic process

1.58e−20
101 / 370

GO:0009165
nucleotide biosynthetic process

< 1e−20
92 / 263

GO:0009451
RNA modification

< 1e−20
82 / 254

GO:0009987
cellular process

8.96e−14
807 / 6634

GO:0016070
RNA metabolic process

1.26e−09
294 / 2069

GO:0016482
cytoplasmic transport

< 1e−20
117 / 414

GO:0018130
heterocycle biosynthetic process

2.25e−07
254 / 1830

GO:0019438
aromatic compound biosynthetic process

3.26e−06
257 / 1915

GO:0019637
organophosphate metabolic process

6.20e−18
124 / 543

GO:0032259
methylation

< 1e−20
109 / 405

GO:0033036
macromolecule localization

4.34e−13
148 / 795

GO:0033365
protein localization to organelle

< 1e−20
99 / 328

GO:0034613
cellular protein localization

4.93e−19
126 / 540

GO:0034641
cellular nitrogen compound metabolic process

3.93e−16
410 / 2807

GO:0034654
nucleobase−containing compound biosynthetic process

6.55e−08
241 / 1695

GO:0043170
macromolecule metabolic process

1.13e−09
550 / 4355

GO:0043412
macromolecule modification

4.74e−06
227 / 1665

GO:0043414
macromolecule methylation

< 1e−20
107 / 401

GO:0044237
cellular metabolic process

3.11e−14
677 / 5327

GO:0044238
primary metabolic process

1.37e−11
672 / 5408

GO:0044249
cellular biosynthetic process

1.31e−06
427 / 3406

GO:0044260
cellular macromolecule metabolic process

1.01e−09
524 / 4111

GO:0044271
cellular nitrogen compound biosynthetic process

2.16e−06
247 / 1819

GO:0044281
small molecule metabolic process

1.75e−09
212 / 1392

GO:0044699
single−organism process

7.63e−08
693 / 5828

GO:0044710
single−organism metabolic process

1.14e−05
396 / 3187

GO:0044711
single−organism biosynthetic process

9.77e−12
250 / 1622

GO:0044763
single−organism cellular process

3.11e−07
534 / 4353

GO:0045184
establishment of protein localization

1.88e−16
128 / 592

GO:0046483
heterocycle metabolic process

1.13e−16
412 / 2805

GO:0046907
intracellular transport

3.56e−17
141 / 667

GO:0051179
localization
9.84e−09
252 / 1752

GO:0051234
establishment of localization

2.01e−08
236 / 1631

GO:0051641
cellular localization

1.65e−16
155 / 775

GO:0051649
establishment of localization in cell

1.19e−16
147 / 717

GO:0055086
nucleobase−containing small molecule metabolic process

< 1e−20
108 / 396

GO:0070727
cellular macromolecule localization

3.16e−18
127 / 558

GO:0071704
organic substance metabolic process

6.22e−14
720 / 5759

GO:0072594
establishment of protein localization to organelle

< 1e−20
99 / 323

GO:0090304
nucleic acid metabolic process

5.59e−10
330 / 2362

GO:0090407
organophosphate biosynthetic process

< 1e−20
111 / 416

GO:1901293
nucleoside phosphate biosynthetic process

< 1e−20
92 / 263

GO:1901360
organic cyclic compound metabolic process

2.45e−15
429 / 3001

GO:1901362
organic cyclic compound biosynthetic process

2.03e−06
269 / 2008

GO:1901576
organic substance biosynthetic process

5.24e−08
457 / 3593


