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8.16e−08
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29 / 42
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39 / 79
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primary active transmembrane transporter activity
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P−P−bond−hydrolysis−driven protein transmembrane transporter...

5.15e−06
26 / 36
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84 / 211
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transmembrane transporter activity
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162 / 397
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6.26e−06
29 / 42
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substrate−specific transmembrane transporter activity
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144 / 331
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substrate−specific transporter activity
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cation binding
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354 / 1025
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metal ion binding
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333 / 961
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transition metal ion binding
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0.988799
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