
GO:0003006
developmental process involved in reproduction

0.20495
24 / 1020

GO:0006082
organic acid metabolic process

0.54382
21 / 1072

GO:0006629
lipid metabolic process

0.11718
21 / 810

GO:0006631
fatty acid metabolic process

0.09798
8 / 238

GO:0006635
fatty acid beta−oxidation

0.00462
7 / 105

GO:0007154
cell communication

0.38614
26 / 1234

GO:0007165
signal transduction

0.26294
23 / 1012

GO:0007275
multicellular organismal development

0.24986
37 / 1679

GO:0008150
biological_process

1.00000
202 / 10263

GO:0008152
metabolic process

0.58081
116 / 5939

GO:0009056
catabolic process

0.16170
23 / 940

GO:0009062
fatty acid catabolic process

0.01424
7 / 130

GO:0009791
post−embryonic development

0.47952
21 / 1037

GO:0009908
flower development

0.23162
11 / 432

GO:0009909
regulation of flower development

0.05480
7 / 173

GO:0009911
positive regulation of flower development

0.00067
4 / 21

GO:0009966
regulation of signal transduction

0.02157
5 / 81

GO:0009967
positive regulation of signal transduction

0.00417
3 / 17

GO:0009987
cellular process

0.68510
119 / 6188

GO:0010646
regulation of cell communication

0.02595
5 / 85

GO:0010647
positive regulation of cell communication

0.00769
3 / 21

GO:0016042
lipid catabolic process

0.01192
8 / 156

GO:0016054
organic acid catabolic process

0.08281
8 / 229

GO:0019395
fatty acid oxidation

0.00539
7 / 108

GO:0019752
carboxylic acid metabolic process

0.45722
21 / 1025

GO:0022414
reproductive process

0.16468
26 / 1082

GO:0023051
regulation of signaling

0.02261
5 / 82

GO:0023052
signaling
0.31983
23 / 1047

GO:0023056
positive regulation of signaling

0.00417
3 / 17

GO:0030258
lipid modification

0.01598
7 / 133

GO:0032501
multicellular organismal process

0.16998
42 / 1847

GO:0032502
developmental process

0.36900
41 / 1968

GO:0032787
monocarboxylic acid metabolic process

0.68715
13 / 730

GO:0034440
lipid oxidation

0.00755
7 / 115

GO:0043436
oxoacid metabolic process

0.54019
21 / 1070

GO:0044237
cellular metabolic process

0.62669
95 / 4917

GO:0044238
primary metabolic process

0.48632
97 / 4891

GO:0044242
cellular lipid catabolic process

0.01029
8 / 152

GO:0044248
cellular catabolic process

0.03878
23 / 793

GO:0044255
cellular lipid metabolic process

0.18518
16 / 635

GO:0044281
small molecule metabolic process

0.64356
28 / 1495

GO:0044282
small molecule catabolic process

0.12074
9 / 291

GO:0044699
single−organism process

0.61115
110 / 5663

GO:0044700
single organism signaling

0.31647
23 / 1045

GO:0044702
single organism reproductive process

0.26560
21 / 918

GO:0044707
single−multicellular organism process

0.22205
38 / 1704

GO:0044710
single−organism metabolic process

0.56412
63 / 3232

GO:0044712
single−organism catabolic process

0.08772
17 / 605

GO:0044763
single−organism cellular process

0.68014
82 / 4307

GO:0044767
single−organism developmental process

0.31230
41 / 1925

GO:0046395
carboxylic acid catabolic process

0.08281
8 / 229

GO:0048367
shoot system development

0.21363
16 / 652

GO:0048518
positive regulation of biological process

0.23886
13 / 527

GO:0048522
positive regulation of cellular process

0.32474
9 / 377

GO:0048580
regulation of post−embryonic development

0.17347
7 / 232

GO:0048582
positive regulation of post−embryonic development

0.00579
4 / 37

GO:0048583
regulation of response to stimulus

0.29856
10 / 414

GO:0048584
positive regulation of response to stimulus

0.08989
3 / 54

GO:0048608
reproductive structure development

0.50326
16 / 796

GO:0048731
system development

0.37217
27 / 1275

GO:0048831
regulation of shoot system development

0.07292
7 / 185

GO:0048856
anatomical structure development

0.17889
40 / 1760

GO:0050789
regulation of biological process

0.33261
55 / 2637

GO:0050793
regulation of developmental process

0.18109
11 / 408

GO:0050794
regulation of cellular process

0.39959
47 / 2291

GO:0050896
response to stimulus

0.55009
65 / 3322

GO:0051094
positive regulation of developmental process

0.00765
4 / 40

GO:0051239
regulation of multicellular organismal process

0.19139
9 / 325

GO:0051240
positive regulation of multicellular organismal process

0.00637
4 / 38

GO:0051716
cellular response to stimulus

0.52438
31 / 1571

GO:0055114
oxidation−reduction process

0.01936
25 / 823

GO:0061458
reproductive system development

0.50326
16 / 796

GO:0065007
biological regulation

0.42352
58 / 2863

GO:0071704
organic substance metabolic process

0.64750
102 / 5292

GO:0072329
monocarboxylic acid catabolic process

0.01538
7 / 132

GO:0090567
reproductive shoot system development

0.24732
11 / 439

GO:1901575
organic substance catabolic process

0.26167
18 / 773

GO:2000026
regulation of multicellular organismal development

0.17555
9 / 318

GO:2000241
regulation of reproductive process

0.09232
7 / 196

GO:2000243
positive regulation of reproductive process

0.00155
4 / 26


