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molecular_function

1.000000
800 / 9828

GO:0003676
nucleic acid binding

0.002336
151 / 1502

GO:0003723
RNA binding

0.012395
49 / 436

GO:0003735
structural constituent of ribosome

0.004304
40 / 321

GO:0003824
catalytic activity

0.668666
321 / 4009

GO:0005198
structural molecule activity

0.015525
44 / 389

GO:0005488
binding

0.430821
379 / 4621

GO:0005507
copper ion binding

0.000156
26 / 149

GO:0008135
translation factor activity, nucleic acid binding

0.002003
16 / 89

GO:0016829
lyase activity

0.247257
18 / 185

GO:0016835
carbon−oxygen lyase activity

0.023108
13 / 87

GO:0016836
hydro−lyase activity

0.000429
12 / 49

GO:0043167
ion binding
0.773024

192 / 2461

GO:0043169
cation binding

0.757501
97 / 1264

GO:0046872
metal ion binding

0.713156
92 / 1186

GO:0046914
transition metal ion binding

0.549200
76 / 941

GO:0097159
organic cyclic compound binding

0.094614
269 / 3095

GO:1901363
heterocyclic compound binding

0.089243
269 / 3090


