
GO:0003674
molecular_function

1.00000
920 / 10644

GO:0005488
binding
0.97649

380 / 4721

GO:0005515
protein binding

0.15769
111 / 1173

GO:0009055
electron carrier activity

0.00127
41 / 292

GO:0016168
chlorophyll binding

8.12e−09
14 / 27

GO:0046906
tetrapyrrole binding

0.01701
29 / 223

GO:0051082
unfolded protein binding

0.00108
12 / 51

GO:0051536
iron−sulfur cluster binding

0.00130
12 / 52

GO:0051540
metal cluster binding

0.00130
12 / 52

GO:0097159
organic cyclic compound binding

1.00000
198 / 2971

GO:1901363
heterocyclic compound binding

1.00000
197 / 2964


