
GO:0000287
magnesium ion binding

0.00639
16 / 53

GO:0003674
molecular_function

1.00000
1436 / 9058

GO:0003735
structural constituent of ribosome

5.86e−15
88 / 245

GO:0003824
catalytic activity

0.72009
582 / 3731

GO:0004364
glutathione transferase activity

0.00431
9 / 22

GO:0005198
structural molecule activity

1.18e−10
95 / 318

GO:0005488
binding
0.01776

746 / 4472

GO:0005507
copper ion binding

0.00114
37 / 142

GO:0016740
transferase activity

0.74487
231 / 1508

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.08904
11 / 45

GO:0043167
ion binding

0.38351
385 / 2397

GO:0043169
cation binding

0.50614
190 / 1197

GO:0046872
metal ion binding

0.42432
180 / 1119

GO:0046914
transition metal ion binding

0.48941
144 / 904


