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552 / 10774
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catalytic activity
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242 / 4336

GO:0004177
aminopeptidase activity

0.001685
4 / 11
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binding
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246 / 5005

GO:0008233
peptidase activity

0.048456
20 / 262

GO:0008238
exopeptidase activity

0.208384
4 / 46

GO:0016168
chlorophyll binding

0.000368
6 / 20

GO:0016787
hydrolase activity

0.082859
90 / 1529

GO:0016874
ligase activity

0.002092
15 / 127

GO:0046906
tetrapyrrole binding

0.047639
16 / 198

GO:0051536
iron−sulfur cluster binding

1.09e−07
15 / 57

GO:0051540
metal cluster binding

1.09e−07
15 / 57

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.035707
20 / 253

GO:0097159
organic cyclic compound binding

0.917261
155 / 3300

GO:1901363
heterocyclic compound binding

0.913528
155 / 3295


