
GO:0001510
RNA methylation

7.77e−08
16 / 142

GO:0006139
nucleobase−containing compound metabolic process

0.165174
48 / 1908

GO:0006725
cellular aromatic compound metabolic process

0.060045
59 / 2231

GO:0006807
nitrogen compound metabolic process

0.146004
59 / 2366

GO:0006950
response to stress

1.48e−06
63 / 1625

GO:0008150
biological_process

1.000000
193 / 8770

GO:0008152
metabolic process

0.155914
122 / 5211

GO:0009451
RNA modification

1.96e−06
18 / 224

GO:0009611
response to wounding

1.38e−06
16 / 175

GO:0009987
cellular process

0.056063
131 / 5452

GO:0016070
RNA metabolic process

0.228222
36 / 1443

GO:0032259
methylation
0.000208
18 / 317

GO:0034641
cellular nitrogen compound metabolic process

0.077332
56 / 2137

GO:0043170
macromolecule metabolic process

0.693789
69 / 3267

GO:0043412
macromolecule modification

0.188303
33 / 1283

GO:0043414
macromolecule methylation

0.000200
18 / 316

GO:0044237
cellular metabolic process

0.027625
110 / 4378

GO:0044238
primary metabolic process

0.240712
101 / 4347

GO:0044260
cellular macromolecule metabolic process

0.504819
68 / 3073

GO:0046483
heterocycle metabolic process

0.093360
55 / 2121

GO:0048583
regulation of response to stimulus

0.000104
18 / 300

GO:0050789
regulation of biological process

0.355604
50 / 2153

GO:0050896
response to stimulus

0.000483
82 / 2727

GO:0065007
biological regulation

0.440997
54 / 2393

GO:0071704
organic substance metabolic process

0.097438
113 / 4709

GO:0080134
regulation of response to stress

1.74e−05
17 / 237

GO:0090304
nucleic acid metabolic process

0.234213
41 / 1665

GO:1901360
organic cyclic compound metabolic process

0.133776
59 / 2351


