
GO:0003674
molecular_function

1.0000
186 / 8559

GO:0003735
structural constituent of ribosome

2.62e−06
21 / 305

GO:0003824
catalytic activity

0.8916
67 / 3435

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.4907
5 / 212

GO:0005198
structural molecule activity

3.19e−06
23 / 361

GO:0005488
binding
0.7223

81 / 3887

GO:0015926
glucosidase activity

0.0313
2 / 13

GO:0016787
hydrolase activity

0.9277
19 / 1154

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.5478
5 / 226

GO:0031406
carboxylic acid binding

0.0316
3 / 32

GO:0036094
small molecule binding

0.4462
30 / 1332

GO:0043167
ion binding

0.6497
43 / 2061

GO:0043168
anion binding

0.4794
25 / 1122

GO:0043177
organic acid binding

0.0316
3 / 32


