
GO:0003674
molecular_function

1.00000
5174 / 10245

GO:0003735
structural constituent of ribosome

2.66e−12
201 / 285

GO:0003824
catalytic activity

0.33225
2141 / 4217

GO:0003954
NADH dehydrogenase activity

0.00251
16 / 19

GO:0005198
structural molecule activity

5.56e−08
236 / 368

GO:0005488
binding
0.67330

2435 / 4843

GO:0005507
copper ion binding

0.00256
96 / 155

GO:0008137
NADH dehydrogenase (ubiquinone) activity

0.00411
13 / 15

GO:0016491
oxidoreductase activity

0.49844
397 / 785

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.32468
45 / 84

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.06286
14 / 20

GO:0043167
ion binding

0.99498
1231 / 2548

GO:0043169
cation binding

0.97456
637 / 1326

GO:0046872
metal ion binding

0.94663
613 / 1266

GO:0046914
transition metal ion binding

0.97301
482 / 1011

GO:0050136
NADH dehydrogenase (quinone) activity

0.00411
13 / 15


