
GO:0003674
molecular_function

1.00000
4161 / 9929

GO:0003824
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phosphoprotein phosphatase activity

0.00663
58 / 107

GO:0005215
transporter activity
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306 / 700
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peptidase activity
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120 / 280
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serine−type peptidase activity

0.01324
51 / 95
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cation transmembrane transporter activity

0.09751
110 / 238

GO:0015075
ion transmembrane transporter activity

0.04647
173 / 374

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.33894
47 / 106

GO:0015081
sodium ion transmembrane transporter activity

0.01252
16 / 24

GO:0016740
transferase activity

0.15999
664 / 1541

GO:0016746
transferase activity, transferring acyl groups

0.00148
77 / 141

GO:0016787
hydrolase activity

0.08172
623 / 1428

GO:0016788
hydrolase activity, acting on ester bonds

0.05481
195 / 426

GO:0016791
phosphatase activity

0.02421
78 / 156

GO:0017171
serine hydrolase activity

0.01324
51 / 95

GO:0022857
transmembrane transporter activity

0.22205
243 / 558

GO:0022890
inorganic cation transmembrane transporter activity

0.24930
70 / 156

GO:0022891
substrate−specific transmembrane transporter activity

0.22676
204 / 467

GO:0022892
substrate−specific transporter activity

0.19043
234 / 534

GO:0042578
phosphoric ester hydrolase activity

0.04402
93 / 193

GO:0046873
metal ion transmembrane transporter activity

0.22383
47 / 102

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.29299
115 / 263

GO:1901618
organic hydroxy compound transmembrane transporter activity

0.00851
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