
GO:0006325
chromatin organization

< 1e−20
155 / 389

GO:0006464
cellular protein modification process

2.43e−07
273 / 1070

GO:0006479
protein methylation

< 1e−20
108 / 226

GO:0006996
organelle organization

1.74e−20
332 / 1091

GO:0007017
microtubule−based process

< 1e−20
110 / 227

GO:0008150
biological_process

1
1535 / 7817

GO:0008152
metabolic process

1.80e−10
1069 / 4905

GO:0008213
protein alkylation

< 1e−20
108 / 226

GO:0008283
cell proliferation

< 1e−20
95 / 174

GO:0009987
cellular process

9.60e−10
1109 / 5142

GO:0016043
cellular component organization

1.36e−14
435 / 1643

GO:0016568
chromatin modification

5.51e−19
131 / 322

GO:0016569
covalent chromatin modification

9.92e−20
127 / 303

GO:0016570
histone modification

< 1e−20
121 / 273

GO:0016571
histone methylation

< 1e−20
106 / 224

GO:0018022
peptidyl−lysine methylation

< 1e−20
103 / 207

GO:0018193
peptidyl−amino acid modification

< 1e−20
128 / 299

GO:0018205
peptidyl−lysine modification

< 1e−20
119 / 261

GO:0019538
protein metabolic process

5.26e−05
400 / 1742

GO:0032259
methylation
1.64e−14
130 / 355

GO:0034968
histone lysine methylation

< 1e−20
102 / 206

GO:0036211
protein modification process

2.43e−07
273 / 1070

GO:0043170
macromolecule metabolic process

5.25e−05
713 / 3285

GO:0043412
macromolecule modification

1.98e−07
318 / 1274

GO:0043414
macromolecule methylation

5.96e−15
130 / 351

GO:0043933
macromolecular complex subunit organization

< 1e−20
263 / 786

GO:0044237
cellular metabolic process

1.59e−10
939 / 4221

GO:0044238
primary metabolic process

1.85e−11
951 / 4254

GO:0044260
cellular macromolecule metabolic process

6.87e−05
673 / 3090

GO:0044267
cellular protein metabolic process

2.23e−05
373 / 1598

GO:0044699
single−organism process

2.10e−14
1031 / 4589

GO:0044710
single−organism metabolic process

8.58e−19
713 / 2864

GO:0044763
single−organism cellular process

3.34e−14
853 / 3672

GO:0051276
chromosome organization

4.24e−16
165 / 471

GO:0051567
histone H3−K9 methylation

< 1e−20
91 / 164

GO:0061647
histone H3−K9 modification

< 1e−20
91 / 164

GO:0071704
organic substance metabolic process

2.12e−11
1002 / 4522

GO:0071840
cellular component organization or biogenesis

1.41e−19
508 / 1880

GO:1902589
single−organism organelle organization

6.27e−20
220 / 643


