
GO:0001871
pattern binding

0.000103
8 / 12

GO:0003674
molecular_function

1.000000
1509 / 9566

GO:0003824
catalytic activity

0.001203
681 / 3975

GO:0005488
binding

0.052808
736 / 4480

GO:0008194
UDP−glycosyltransferase activity

0.000369
37 / 135

GO:0016740
transferase activity

0.000148
297 / 1571

GO:0016757
transferase activity, transferring glycosyl groups

1.90e−07
84 / 311

GO:0016758
transferase activity, transferring hexosyl groups

3.91e−06
59 / 211

GO:0030246
carbohydrate binding

0.002050
24 / 84

GO:0030247
polysaccharide binding

0.000103
8 / 12

GO:0035251
UDP−glucosyltransferase activity

0.000112
22 / 62

GO:0046527
glucosyltransferase activity

0.000118
26 / 79


