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catalytic activity
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200 / 2777

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.001104
18 / 127
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chitinase activity
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5 / 11
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transporter activity

0.286610
30 / 420
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binding
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210 / 3189
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chitin binding

0.000349
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GO:0008324
cation transmembrane transporter activity

0.075658
14 / 144

GO:0015075
ion transmembrane transporter activity

0.066596
20 / 219

GO:0015291
secondary active transmembrane transporter activity

0.018710
12 / 96

GO:0015293
symporter activity

0.001315
9 / 43

GO:0015294
solute:cation symporter activity

0.001315
9 / 43

GO:0016787
hydrolase activity

0.159298
69 / 962

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.002635
18 / 137

GO:0022804
active transmembrane transporter activity

0.209295
15 / 186

GO:0022857
transmembrane transporter activity

0.277669
24 / 329

GO:0022891
substrate−specific transmembrane transporter activity

0.183744
21 / 266

GO:0022892
substrate−specific transporter activity

0.197265
24 / 312

GO:0097367
carbohydrate derivative binding

0.223388
60 / 852


