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1.72e−10
125 / 494

GO:0006139
nucleobase−containing compound metabolic process

6.06e−13
515 / 2709
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RNA processing

< 1e−20
156 / 482

GO:0006464
cellular protein modification process

0.014967
249 / 1501
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cellular aromatic compound metabolic process

1.96e−13
567 / 3019

GO:0006807
nitrogen compound metabolic process

1.61e−13
582 / 3111
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biological_process
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1635 / 11130
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metabolic process

3.32e−06
1041 / 6522
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RNA splicing

1.98e−15
83 / 236

GO:0009987
cellular process

0.001507
1060 / 6847
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gene expression

6.08e−08
396 / 2149

GO:0016070
RNA metabolic process

6.79e−11
406 / 2103

GO:0019538
protein metabolic process

0.001864
420 / 2543

GO:0022414
reproductive process

4.76e−05
256 / 1402

GO:0032501
multicellular organismal process

1.92e−08
400 / 2154

GO:0032504
multicellular organism reproduction

5.87e−15
102 / 324

GO:0034641
cellular nitrogen compound metabolic process

3.58e−12
542 / 2905

GO:0036211
protein modification process

0.014967
249 / 1501

GO:0043170
macromolecule metabolic process

1.99e−07
747 / 4447

GO:0043412
macromolecule modification

0.000485
309 / 1787

GO:0043687
post−translational protein modification

7.37e−14
43 / 90

GO:0044237
cellular metabolic process

1.47e−08
928 / 5610

GO:0044238
primary metabolic process

4.06e−08
915 / 5544

GO:0044260
cellular macromolecule metabolic process

5.67e−08
719 / 4232

GO:0044267
cellular protein metabolic process

0.003768
387 / 2351

GO:0046483
heterocycle metabolic process

5.17e−13
546 / 2901

GO:0048609
multicellular organismal reproductive process

8.56e−15
97 / 303

GO:0071704
organic substance metabolic process

1.90e−07
968 / 5944

GO:0090304
nucleic acid metabolic process

1.18e−13
473 / 2426

GO:1901360
organic cyclic compound metabolic process

1.37e−12
575 / 3099


