
GO:0000166

nucleotide binding

0.03517

240 / 1449

GO:0001882

nucleoside binding

0.28497

162 / 1038

GO:0001883

purine nucleoside binding

0.28022

162 / 1037

GO:0003674

molecular_function

1.00000

1243 / 8300

GO:0003824

catalytic activity

0.01013

570 / 3553

GO:0004553

hydrolase activity, hydrolyzing O−glycosyl compounds

0.54437

24 / 161

GO:0004672

protein kinase activity

0.07509

81 / 465

GO:0004713

protein tyrosine kinase activity

0.00657

32 / 138

GO:0005215

transporter activity

0.04157

94 / 531

GO:0005488

binding

0.93303

561 / 3905

GO:0015291

secondary active transmembrane transporter activity

0.00339

30 / 122

GO:0015925

galactosidase activity

0.00261

6 / 11

GO:0016301

kinase activity

0.01608

103 / 565

GO:0016740

transferase activity

0.00232

237 / 1349

GO:0016772

transferase activity, transferring phosphorus−containing gro...

0.01771

118 / 659

GO:0016773

phosphotransferase activity, alcohol group as acceptor

0.02009

96 / 527

GO:0016787

hydrolase activity

0.87219

170 / 1219

GO:0016798

hydrolase activity, acting on glycosyl bonds

0.38898

27 / 169

GO:0017076

purine nucleotide binding

0.25456

163 / 1038

GO:0022804

active transmembrane transporter activity

0.10035

42 / 231

GO:0022857

transmembrane transporter activity

0.01448

79 / 418

GO:0030554

adenyl nucleotide binding

0.08110

152 / 916

GO:0032549

ribonucleoside binding

0.28497

162 / 1038

GO:0032550

purine ribonucleoside binding

0.28022

162 / 1037

GO:0032553

ribonucleotide binding

0.26315

165 / 1053

GO:0032555

purine ribonucleotide binding

0.28022

162 / 1037

GO:0032559

adenyl ribonucleotide binding

0.08110

152 / 916

GO:0036094

small molecule binding

0.02566

248 / 1489

GO:0043167

ion binding

0.23730

334 / 2159

GO:0043168

anion binding

0.12674

201 / 1250

GO:0043531

ADP binding

1.59e−07

31 / 80

GO:0097159

organic cyclic compound binding

0.60397

376 / 2534

GO:0097367

carbohydrate derivative binding

0.21096

169 / 1067

GO:1901265

nucleoside phosphate binding

0.03517

240 / 1449

GO:1901363

heterocyclic compound binding

0.64600

373 / 2525


