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purine nucleoside binding
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molecular_function
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GO:0003824

catalytic activity
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GO:0004175

endopeptidase activity
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GO:0004252

serine−type endopeptidase activity

0.006293
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protein kinase activity
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protein histidine kinase activity
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peptidase activity
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serine−type peptidase activity
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kinase activity

0.821168
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GO:0016740

transferase activity
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GO:0016772

transferase activity, transferring phosphorus−containing gro...
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phosphotransferase activity, alcohol group as acceptor
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phosphotransferase activity, nitrogenous group as acceptor
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hydrolase activity
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250 / 1063
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purine nucleotide binding
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serine hydrolase activity
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adenyl nucleotide binding
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ribonucleoside binding
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purine ribonucleoside binding
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235 / 1026
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ribonucleotide binding
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purine ribonucleotide binding
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adenyl ribonucleotide binding
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206 / 925
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small molecule binding
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330 / 1417
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ion binding

0.498065
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GO:0043168

anion binding

0.234935
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GO:0043531

ADP binding

0.000432
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GO:0070011

peptidase activity, acting on L−amino acid peptides

0.248571
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GO:0097159

organic cyclic compound binding

0.449079
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GO:0097367

carbohydrate derivative binding
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241 / 1049

GO:1901265

nucleoside phosphate binding
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320 / 1381

GO:1901363

heterocyclic compound binding
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