
GO:0000166

nucleotide binding

0.27560

156 / 1389

GO:0001882

nucleoside binding

0.47472

104 / 958

GO:0001883

purine nucleoside binding

0.45070

104 / 953

GO:0003674

molecular_function

1.00000

761 / 7076

GO:0003824

catalytic activity

0.39682

349 / 3209

GO:0004871

signal transducer activity

0.51636

11 / 100

GO:0004872

receptor activity

0.01318

11 / 49

GO:0005488

binding

0.97384

364 / 3615

GO:0016491

oxidoreductase activity

0.04705

79 / 614

GO:0016705

oxidoreductase activity, acting on paired donors, with incor...

0.01000

26 / 151

GO:0016706

oxidoreductase activity, acting on paired donors, with incor...

0.00180

10 / 33

GO:0017076

purine nucleotide binding

0.46510

104 / 956

GO:0030246

carbohydrate binding

0.00928

14 / 66

GO:0030554

adenyl nucleotide binding

0.40842

94 / 852

GO:0032549

ribonucleoside binding

0.47472

104 / 958

GO:0032550

purine ribonucleoside binding

0.45070

104 / 953

GO:0032553

ribonucleotide binding

0.44353

106 / 970

GO:0032555

purine ribonucleotide binding

0.45070

104 / 953

GO:0032559

adenyl ribonucleotide binding

0.40842

94 / 852

GO:0036094

small molecule binding

0.36298

158 / 1431

GO:0038023

signaling receptor activity

0.00823

10 / 40

GO:0043167

ion binding

0.95707

199 / 2033

GO:0043168

anion binding

0.66195

122 / 1168

GO:0043531

ADP binding

5.97e−08

24 / 68

GO:0051213

dioxygenase activity

0.00328

12 / 47

GO:0060089

molecular transducer activity

0.51174

12 / 109

GO:0097159

organic cyclic compound binding

0.71634

248 / 2367

GO:0097367

carbohydrate derivative binding

0.39813

109 / 988

GO:1901265

nucleoside phosphate binding

0.27560

156 / 1389

GO:1901363

heterocyclic compound binding

0.71147

247 / 2356


