
GO:0000166
nucleotide binding

0.018506
229 / 1330

GO:0001882
nucleoside binding

0.146578
152 / 920

GO:0001883
purine nucleoside binding

0.133040
152 / 916

GO:0003674
molecular_function

1.000000
1123 / 7340

GO:0003824
catalytic activity

0.011486
526 / 3207

GO:0005215
transporter activity

0.439930
79 / 506

GO:0005351
sugar:proton symporter activity

0.001247
14 / 39

GO:0005402
cation:sugar symporter activity

0.001247
14 / 39

GO:0005488
binding

0.811266
536 / 3589

GO:0008324
cation transmembrane transporter activity

0.333606
30 / 180

GO:0015075
ion transmembrane transporter activity

0.171395
46 / 262

GO:0015144
carbohydrate transmembrane transporter activity

0.005033
15 / 49

GO:0015291
secondary active transmembrane transporter activity

0.015271
29 / 127

GO:0015293
symporter activity

0.001313
17 / 52

GO:0015294
solute:cation symporter activity

0.001313
17 / 52

GO:0015295
solute:proton symporter activity

0.001653
14 / 40

GO:0016491
oxidoreductase activity

0.000405
121 / 597

GO:0017076
purine nucleotide binding

0.136345
152 / 917

GO:0022804
active transmembrane transporter activity

0.446211
36 / 228

GO:0022857
transmembrane transporter activity

0.261525
65 / 393

GO:0022891
substrate−specific transmembrane transporter activity

0.138313
56 / 318

GO:0022892
substrate−specific transporter activity

0.255877
61 / 367

GO:0030554
adenyl nucleotide binding

0.109258
137 / 814

GO:0032549
ribonucleoside binding

0.146578
152 / 920

GO:0032550
purine ribonucleoside binding

0.133040
152 / 916

GO:0032553
ribonucleotide binding

0.126784
155 / 933

GO:0032555
purine ribonucleotide binding

0.133040
152 / 916

GO:0032559
adenyl ribonucleotide binding

0.106273
137 / 813

GO:0036094
small molecule binding

0.014397
236 / 1366

GO:0043167
ion binding
0.580269

300 / 1976

GO:0043168
anion binding

0.133099
182 / 1106

GO:0043531
ADP binding

1.28e−09
32 / 70

GO:0051119
sugar transmembrane transporter activity

0.007015
14 / 46

GO:0097159
organic cyclic compound binding

0.313629
361 / 2311

GO:0097367
carbohydrate derivative binding

0.086865
160 / 950

GO:1901265
nucleoside phosphate binding

0.018506
229 / 1330

GO:1901363
heterocyclic compound binding

0.384938
357 / 2303

GO:1901476
carbohydrate transporter activity

0.005033
15 / 49


