
GO:0000166
nucleotide binding

0.8667
54 / 1619

GO:0003674
molecular_function

1.0000
395 / 10430

GO:0003824
catalytic activity

0.3885
160 / 4141

GO:0004364
glutathione transferase activity

0.0101
4 / 23

GO:0005488
binding
0.5257

181 / 4783

GO:0005515
protein binding

0.0454
60 / 1280

GO:0008168
methyltransferase activity

0.6036
5 / 138

GO:0008171
O−methyltransferase activity

0.0333
3 / 19

GO:0016740
transferase activity

0.2359
65 / 1572

GO:0016741
transferase activity, transferring one−carbon groups

0.6532
5 / 146

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.0383
6 / 66

GO:0016829
lyase activity

0.1097
11 / 191

GO:0016835
carbon−oxygen lyase activity

0.0217
8 / 91

GO:0030276
clathrin binding

0.0288
3 / 18

GO:0036094
small molecule binding

0.8614
56 / 1670

GO:0048037
cofactor binding

0.3485
11 / 250

GO:0050661
NADP binding

0.0204
5 / 42

GO:0050662
coenzyme binding

0.3272
8 / 172

GO:0097159
organic cyclic compound binding

0.9468
101 / 3028

GO:1901265
nucleoside phosphate binding

0.8667
54 / 1619

GO:1901363
heterocyclic compound binding

0.9547
100 / 3019


