
GO:0002376
immune system process

2.52e−05
56 / 624

GO:0003006
developmental process involved in reproduction

0.470294
53 / 1014

GO:0006139
nucleobase−containing compound metabolic process

0.213941
106 / 1920

GO:0006351
transcription, DNA−templated

0.020508
77 / 1198

GO:0006354
DNA−templated transcription, elongation

2.31e−05
14 / 75

GO:0006725
cellular aromatic compound metabolic process

0.016972
138 / 2291

GO:0006807
nitrogen compound metabolic process

0.046219
136 / 2331

GO:0007275
multicellular organismal development

0.460800
87 / 1669

GO:0008150
biological_process

1.000000
482 / 9377

GO:0008152
metabolic process

0.000727
317 / 5511

GO:0009058
biosynthetic process

0.005171
190 / 3177

GO:0009059
macromolecule biosynthetic process

0.002595
130 / 2030

GO:0009791
post−embryonic development

0.136258
62 / 1052

GO:0009908
flower development

0.286786
26 / 448

GO:0009909
regulation of flower development

0.199708
12 / 177

GO:0009911
positive regulation of flower development

0.000108
7 / 23

GO:0009987
cellular process

0.005205
329 / 5880

GO:0010467
gene expression

0.134295
90 / 1569

GO:0015979
photosynthesis

2.06e−05
16 / 94

GO:0016070
RNA metabolic process

0.070452
91 / 1532

GO:0018130
heterocycle biosynthetic process

0.004533
96 / 1454

GO:0019438
aromatic compound biosynthetic process

0.000722
108 / 1579

GO:0022414
reproductive process

0.543582
55 / 1077

GO:0032501
multicellular organismal process

0.539270
92 / 1798

GO:0032502
developmental process

0.424905
101 / 1925

GO:0032774
RNA biosynthetic process

0.021258
77 / 1200

GO:0034641
cellular nitrogen compound metabolic process

0.042280
125 / 2119

GO:0034645
cellular macromolecule biosynthetic process

0.004646
125 / 1972

GO:0034654
nucleobase−containing compound biosynthetic process

0.013775
84 / 1300

GO:0043170
macromolecule metabolic process

0.012291
208 / 3580

GO:0044237
cellular metabolic process

0.002650
267 / 4605

GO:0044238
primary metabolic process

0.000413
274 / 4626

GO:0044249
cellular biosynthetic process

0.007335
174 / 2901

GO:0044260
cellular macromolecule metabolic process

0.041177
190 / 3339

GO:0044271
cellular nitrogen compound biosynthetic process

0.007834
93 / 1429

GO:0044699
single−organism process

0.124724
291 / 5415

GO:0044702
single organism reproductive process

0.297735
48 / 862

GO:0044707
single−multicellular organism process

0.464854
88 / 1690

GO:0044767
single−organism developmental process

0.402963
99 / 1877

GO:0046483
heterocycle metabolic process

0.126179
120 / 2125

GO:0048367
shoot system development

0.072967
40 / 616

GO:0048518
positive regulation of biological process

0.007931
40 / 526

GO:0048580
regulation of post−embryonic development

0.131219
17 / 246

GO:0048582
positive regulation of post−embryonic development

0.000689
8 / 39

GO:0048608
reproductive structure development

0.257091
47 / 829

GO:0048731
system development

0.382841
70 / 1311

GO:0048831
regulation of shoot system development

0.188855
13 / 192

GO:0048856
anatomical structure development

0.737588
85 / 1748

GO:0050789
regulation of biological process

0.000583
171 / 2695

GO:0050793
regulation of developmental process

0.024059
34 / 466

GO:0051094
positive regulation of developmental process

0.000551
9 / 47

GO:0051239
regulation of multicellular organismal process

0.043018
28 / 388

GO:0051240
positive regulation of multicellular organismal process

0.001843
8 / 45

GO:0061458
reproductive system development

0.257091
47 / 829

GO:0065007
biological regulation

0.000120
189 / 2946

GO:0071704
organic substance metabolic process

0.000304
293 / 4982

GO:0090304
nucleic acid metabolic process

0.144253
100 / 1763

GO:0090567
reproductive shoot system development

0.186721
28 / 456

GO:0097659
nucleic acid−templated transcription

0.020508
77 / 1198

GO:1901360
organic cyclic compound metabolic process

0.022007
144 / 2421

GO:1901362
organic cyclic compound biosynthetic process

0.000745
116 / 1720

GO:1901576
organic substance biosynthetic process

0.001623
189 / 3085

GO:2000026
regulation of multicellular organismal development

0.032420
28 / 378

GO:2000241
regulation of reproductive process

0.197176
14 / 211

GO:2000243
positive regulation of reproductive process

0.000527
7 / 29


