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molecular_function
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GO:0003824
catalytic activity

0.003161
403 / 4277

GO:0004176
ATP−dependent peptidase activity

0.000288
8 / 22

GO:0005488
binding
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435 / 4951

GO:0005515
protein binding

0.640178
104 / 1257

GO:0008233
peptidase activity

0.024973
35 / 293

GO:0016462
pyrophosphatase activity

0.101106
48 / 469

GO:0016740
transferase activity

0.526217
136 / 1602

GO:0016741
transferase activity, transferring one−carbon groups

0.001061
26 / 161

GO:0016787
hydrolase activity

0.088173
145 / 1537

GO:0016817
hydrolase activity, acting on acid anhydrides

0.074118
50 / 479

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.117781
48 / 475

GO:0016887
ATPase activity

0.018882
35 / 287

GO:0017111
nucleoside−triphosphatase activity

0.122885
46 / 455

GO:0036094
small molecule binding

0.052533
170 / 1786

GO:0042623
ATPase activity, coupled

0.017614
27 / 208

GO:0048037
cofactor binding

0.010423
31 / 237

GO:0050661
NADP binding

0.000285
10 / 33

GO:0050662
coenzyme binding

0.047968
22 / 178

GO:0051082
unfolded protein binding

0.002474
13 / 64

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.015528
35 / 283

GO:0097159
organic cyclic compound binding

0.055353
302 / 3294

GO:1901265
nucleoside phosphate binding

0.050776
166 / 1739

GO:1901363
heterocyclic compound binding

0.053223
302 / 3291


