
GO:0003674
molecular_function

1.000000
1416 / 9523

GO:0003676
nucleic acid binding

0.980508
164 / 1261

GO:0003723
RNA binding

0.020547

59 / 307

GO:0003727
single−stranded RNA binding

0.000109
11 / 22

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

6.07e−06

15 / 30

GO:0003824
catalytic activity

1.58e−06
662 / 3911

GO:0005488
binding

0.262956
641 / 4234

GO:0008187
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cis−trans isomerase activity
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