
GO:0001510
RNA methylation

4.31e−07
30 / 170

GO:0006139
nucleobase−containing compound metabolic process

0.015266
165 / 2190

GO:0006412
translation
6.92e−11
63 / 409

GO:0006605
protein targeting

0.009402
44 / 472

GO:0006626
protein targeting to mitochondrion

6.48e−07
21 / 96

GO:0006725
cellular aromatic compound metabolic process

0.046082
181 / 2501

GO:0006807
nitrogen compound metabolic process

0.036696
188 / 2588

GO:0006810
transport
0.283472

110 / 1606

GO:0006839
mitochondrial transport

5.13e−07
24 / 119

GO:0006886
intracellular protein transport

0.006175
50 / 538

GO:0006996
organelle organization

0.243442
73 / 1036

GO:0007005
mitochondrion organization

1.77e−06
22 / 110

GO:0008104
protein localization

0.024946
53 / 623

GO:0008150
biological_process

1.000000
609 / 9367

GO:0008152
metabolic process

0.056259
379 / 5536

GO:0009058
biosynthetic process

0.000752
247 / 3232

GO:0009059
macromolecule biosynthetic process

0.018610
150 / 1983

GO:0009451
RNA modification

8.14e−06
34 / 235

GO:0009987
cellular process

0.000816
416 / 5836

GO:0010467
gene expression

0.001987
139 / 1712

GO:0015031
protein transport

0.015924
53 / 607

GO:0016043
cellular component organization

0.056206
122 / 1645

GO:0016070
RNA metabolic process

0.081543
117 / 1598

GO:0016482
cytoplasmic transport

0.000125
49 / 439

GO:0019538
protein metabolic process

0.001815
168 / 2121

GO:0032259
methylation
8.43e−06
49 / 396

GO:0033036
macromolecule localization

0.004400
69 / 778

GO:0033365
protein localization to organelle

0.000976
39 / 358

GO:0034613
cellular protein localization

0.009319
50 / 550

GO:0034641
cellular nitrogen compound metabolic process

0.012084
179 / 2381

GO:0034645
cellular macromolecule biosynthetic process

0.017270
149 / 1964

GO:0043170
macromolecule metabolic process

0.009608
262 / 3602

GO:0043412
macromolecule modification

0.511069
88 / 1351

GO:0043414
macromolecule methylation

1.29e−05
48 / 391

GO:0044237
cellular metabolic process

0.000265
348 / 4710

GO:0044238
primary metabolic process

0.000894
342 / 4680

GO:0044249
cellular biosynthetic process

0.001729
229 / 3008

GO:0044260
cellular macromolecule metabolic process

0.003930
251 / 3381

GO:0044267
cellular protein metabolic process

0.002916
152 / 1914

GO:0044699
single−organism process

0.870062
326 / 5212

GO:0044765
single−organism transport

0.188942
99 / 1400

GO:0045184
establishment of protein localization

0.015924
53 / 607

GO:0046483
heterocycle metabolic process

0.020195
176 / 2369

GO:0046907
intracellular transport

0.001392
66 / 704

GO:0051179
localization
0.347619

116 / 1722

GO:0051234
establishment of localization

0.285731
111 / 1622

GO:0051641
cellular localization

0.004222
70 / 790

GO:0051649
establishment of localization in cell

0.001390
69 / 743

GO:0070585
protein localization to mitochondrion

6.48e−07
21 / 96

GO:0070727
cellular macromolecule localization

0.005959
52 / 563

GO:0071702
organic substance transport

0.105239
71 / 945

GO:0071704
organic substance metabolic process

0.004655
358 / 5024

GO:0071840
cellular component organization or biogenesis

0.001282
152 / 1877

GO:0072594
establishment of protein localization to organelle

0.000631
39 / 350

GO:0072655
establishment of protein localization to mitochondrion

6.48e−07
21 / 96

GO:0090304
nucleic acid metabolic process

0.230519
130 / 1884

GO:1901360
organic cyclic compound metabolic process

0.035353
190 / 2615

GO:1901576
organic substance biosynthetic process

0.005213
232 / 3114

GO:1902578
single−organism localization

0.210546
99 / 1410

GO:1902580
single−organism cellular localization

0.007553
44 / 466

GO:1902582
single−organism intracellular transport

0.001085
61 / 633


