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molecular_function
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GO:0003676
nucleic acid binding

0.08075
69 / 1448

GO:0003723
RNA binding

0.10056
21 / 384

GO:0003824
catalytic activity

0.73229
140 / 3577

GO:0003924
GTPase activity

0.00917
6 / 45

GO:0005488
binding
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178 / 4291

GO:0008168
methyltransferase activity

0.01058
11 / 122

GO:0016462
pyrophosphatase activity

0.29898
20 / 431

GO:0016740
transferase activity

0.54755
55 / 1365

GO:0016741
transferase activity, transferring one−carbon groups

0.01481
11 / 128

GO:0016787
hydrolase activity

0.56092
53 / 1321

GO:0016817
hydrolase activity, acting on acid anhydrides

0.27031
21 / 446

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.25029
21 / 440

GO:0016874
ligase activity

0.09535
8 / 115

GO:0016877
ligase activity, forming carbon−sulfur bonds

0.03441
3 / 18

GO:0017111
nucleoside−triphosphatase activity

0.25008
20 / 417

GO:0019843
rRNA binding

0.01400
3 / 13

GO:0097159
organic cyclic compound binding

0.31540
120 / 2842

GO:1901363
heterocyclic compound binding

0.30383
120 / 2835


