
GO:0001510
RNA methylation

2.32e−05
13 / 157

GO:0006139
nucleobase−containing compound metabolic process

0.044681
55 / 2134

GO:0006725
cellular aromatic compound metabolic process

0.057947
61 / 2439

GO:0006807
nitrogen compound metabolic process

0.010044
68 / 2539

GO:0006996
organelle organization

0.020403
33 / 1104

GO:0008150
biological_process

1.000000
192 / 9203

GO:0008152
metabolic process

0.187530
120 / 5441

GO:0009451
RNA modification

0.000378
14 / 234

GO:0009987
cellular process

0.003246
140 / 5841

GO:0016043
cellular component organization

0.001123
56 / 1825

GO:0016070
RNA metabolic process

0.433077
34 / 1569

GO:0032259
methylation
0.000101
21 / 404

GO:0034641
cellular nitrogen compound metabolic process

0.052572
59 / 2335

GO:0043170
macromolecule metabolic process

0.358112
77 / 3552

GO:0043412
macromolecule modification

0.036154
40 / 1452

GO:0043414
macromolecule methylation

8.15e−05
21 / 398

GO:0044237
cellular metabolic process

0.058480
108 / 4638

GO:0044238
primary metabolic process

0.045572
108 / 4598

GO:0044260
cellular macromolecule metabolic process

0.294971
74 / 3354

GO:0046483
heterocycle metabolic process

0.066123
58 / 2322

GO:0051276
chromosome organization

0.018910
17 / 470

GO:0071103
DNA conformation change

0.000131
8 / 73

GO:0071704
organic substance metabolic process

0.048855
115 / 4947

GO:0071840
cellular component organization or biogenesis

0.000189
64 / 2031

GO:0090304
nucleic acid metabolic process

0.136609
45 / 1844

GO:1901360
organic cyclic compound metabolic process

0.041875
64 / 2530


