
GO:0000272
polysaccharide catabolic process

0.00570
4 / 32

GO:0005975
carbohydrate metabolic process

0.24811
26 / 990

GO:0005976
polysaccharide metabolic process

0.09865
14 / 420

GO:0006139
nucleobase−containing compound metabolic process

0.76601
44 / 2108

GO:0006351
transcription, DNA−templated

0.44509
30 / 1271

GO:0006354
DNA−templated transcription, elongation

0.00361
7 / 87

GO:0006725
cellular aromatic compound metabolic process

0.75428
53 / 2505

GO:0006807
nitrogen compound metabolic process

0.89240
51 / 2574

GO:0006950
response to stress

0.49983
47 / 2047

GO:0007154
cell communication

0.70735
27 / 1288

GO:0007165
signal transduction

0.63454
23 / 1063

GO:0008150
biological_process

1.00000
237 / 10412

GO:0008152
metabolic process

0.13027
148 / 6110

GO:0009056
catabolic process

0.53444
22 / 967

GO:0009057
macromolecule catabolic process

0.35378
9 / 335

GO:0009058
biosynthetic process

0.12122
87 / 3432

GO:0009059
macromolecule biosynthetic process

0.10276
57 / 2138

GO:0009266
response to temperature stimulus

0.53511
11 / 480

GO:0009409
response to cold

0.32488
9 / 326

GO:0009628
response to abiotic stimulus

0.80915
29 / 1456

GO:0009631
cold acclimation

0.00625
3 / 17

GO:0009719
response to endogenous stimulus

0.12081
28 / 978

GO:0009725
response to hormone

0.39888
21 / 859

GO:0009733
response to auxin

0.05459
9 / 213

GO:0009734
auxin−activated signaling pathway

0.03556
3 / 32

GO:0009755
hormone−mediated signaling pathway

0.15197
14 / 453

GO:0009966
regulation of signal transduction

0.01147
6 / 83

GO:0009987
cellular process

0.29408
148 / 6302

GO:0010033
response to organic substance

0.14772
39 / 1449

GO:0010467
gene expression

0.57919
37 / 1657

GO:0010646
regulation of cell communication

0.01281
6 / 85

GO:0010928
regulation of auxin mediated signaling pathway

0.00168
3 / 11

GO:0016052
carbohydrate catabolic process

0.16774
6 / 163

GO:0016070
RNA metabolic process

0.65469
37 / 1706

GO:0018130
heterocycle biosynthetic process

0.58056
35 / 1569

GO:0019438
aromatic compound biosynthetic process

0.49331
39 / 1692

GO:0023051
regulation of signaling

0.01147
6 / 83

GO:0023052
signaling
0.59917

24 / 1089

GO:0032774
RNA biosynthetic process

0.44509
30 / 1271

GO:0032870
cellular response to hormone stimulus

0.18050
14 / 468

GO:0033036
macromolecule localization

0.07067
24 / 769

GO:0033037
polysaccharide localization

0.00937
5 / 57

GO:0034641
cellular nitrogen compound metabolic process

0.82917
48 / 2353

GO:0034645
cellular macromolecule biosynthetic process

0.12871
55 / 2090

GO:0034654
nucleobase−containing compound biosynthetic process

0.61206
30 / 1365

GO:0042221
response to chemical

0.23308
49 / 1943

GO:0043170
macromolecule metabolic process

0.32549
92 / 3875

GO:0044237
cellular metabolic process

0.23730
121 / 5055

GO:0044238
primary metabolic process

0.39459
117 / 5029

GO:0044249
cellular biosynthetic process

0.16935
79 / 3155

GO:0044260
cellular macromolecule metabolic process

0.33129
86 / 3619

GO:0044271
cellular nitrogen compound biosynthetic process

0.61540
34 / 1546

GO:0044699
single−organism process

0.57448
130 / 5751

GO:0044700
single organism signaling

0.59729
24 / 1088

GO:0044763
single−organism cellular process

0.61156
98 / 4378

GO:0046483
heterocycle metabolic process

0.82282
48 / 2346

GO:0048583
regulation of response to stimulus

0.06744
15 / 431

GO:0050789
regulation of biological process

0.74013
59 / 2762

GO:0050794
regulation of cellular process

0.56896
54 / 2403

GO:0050896
response to stimulus

0.15886
86 / 3442

GO:0051179
localization

0.23547
49 / 1945

GO:0051716
cellular response to stimulus

0.76815
33 / 1607

GO:0052545
callose localization

0.00871
5 / 56

GO:0065007
biological regulation

0.80857
63 / 3011

GO:0070887
cellular response to chemical stimulus

0.09582
23 / 758

GO:0071310
cellular response to organic substance

0.14445
20 / 681

GO:0071365
cellular response to auxin stimulus

0.04466
3 / 35

GO:0071495
cellular response to endogenous stimulus

0.18450
14 / 470

GO:0071704
organic substance metabolic process

0.34947
127 / 5428

GO:0090304
nucleic acid metabolic process

0.84050
38 / 1905

GO:0097659
nucleic acid−templated transcription

0.44509
30 / 1271

GO:1901360
organic cyclic compound metabolic process

0.79412
55 / 2634

GO:1901362
organic cyclic compound biosynthetic process

0.55678
41 / 1820

GO:1901575
organic substance catabolic process

0.80856
15 / 793

GO:1901576
organic substance biosynthetic process

0.08083
86 / 3318


