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nucleic acid binding
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RNA binding
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8 / 342
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single−stranded RNA binding
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catalytic activity

0.21383
70 / 4162
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transporter activity

0.03789
16 / 635
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66 / 4473
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poly−pyrimidine tract binding

0.01678
2 / 13

GO:0008266
poly(U) RNA binding

0.01678
2 / 13

GO:0008324
cation transmembrane transporter activity

0.11133
6 / 211

GO:0008509
anion transmembrane transporter activity

0.10943
4 / 117

GO:0015075
ion transmembrane transporter activity

0.07547
9 / 333

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.02131
5 / 102

GO:0015078
hydrogen ion transmembrane transporter activity

0.00459
5 / 70

GO:0015103
inorganic anion transmembrane transporter activity

0.14947
2 / 44

GO:0015112
nitrate transmembrane transporter activity

0.00998
2 / 10

GO:0016491
oxidoreductase activity

0.13196
17 / 816

GO:0016705
oxidoreductase activity, acting on paired donors, with incor...

0.19850
5 / 199

GO:0016706
oxidoreductase activity, acting on paired donors, with incor...

0.01040
4 / 55

GO:0022857
transmembrane transporter activity

0.09144
12 / 502

GO:0022890
inorganic cation transmembrane transporter activity

0.07062
5 / 142

GO:0022891
substrate−specific transmembrane transporter activity

0.09766
10 / 403

GO:0022892
substrate−specific transporter activity

0.17798
10 / 459

GO:0051213
dioxygenase activity

0.01928
4 / 66

GO:0097159
organic cyclic compound binding

0.42140
47 / 2920

GO:1901363
heterocyclic compound binding

0.41589
47 / 2915


