
GO:0003674
molecular_function

1.000000
1003 / 10214

GO:0003824
catalytic activity

0.000289
456 / 4119

GO:0004175
endopeptidase activity

0.040935
22 / 152

GO:0004190
aspartic−type endopeptidase activity

0.001485
10 / 35

GO:0005215
transporter activity

0.050643
79 / 673

GO:0005488
binding

0.016052
513 / 4891

GO:0008233
peptidase activity

0.034055
37 / 278

GO:0015197
peptide transporter activity

0.000237
8 / 19

GO:0016491
oxidoreductase activity

0.235544
77 / 723

GO:0016705
oxidoreductase activity, acting on paired donors, with incor...

0.001053
36 / 216

GO:0016787
hydrolase activity

0.003601
174 / 1472

GO:0020037
heme binding

0.001284
30 / 172

GO:0022892
substrate−specific transporter activity

0.016865
64 / 502

GO:0046906
tetrapyrrole binding

0.002431
30 / 179

GO:0070001
aspartic−type peptidase activity

0.001485
10 / 35

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.044298
35 / 266

GO:0097159
organic cyclic compound binding

0.081968
333 / 3188

GO:1901363
heterocyclic compound binding

0.085259
332 / 3181


