
GO:0001510
RNA methylation

< 1e−20
83 / 168

GO:0006139
nucleobase−containing compound metabolic process

1.80e−19
431 / 2501

GO:0006725
cellular aromatic compound metabolic process

9.62e−17
465 / 2839

GO:0006753
nucleoside phosphate metabolic process

2.91e−20
122 / 438

GO:0006793
phosphorus metabolic process

3.23e−06
224 / 1420

GO:0006796
phosphate−containing compound metabolic process

1.73e−06
218 / 1364

GO:0006807
nitrogen compound metabolic process

1.13e−17
483 / 2947

GO:0008150
biological_process

1.0000
1174 / 9762

GO:0008152
metabolic process

3.90e−07
807 / 6073

GO:0009058
biosynthetic process

1.12e−08
522 / 3608

GO:0009117
nucleotide metabolic process

2.36e−20
122 / 437

GO:0009165
nucleotide biosynthetic process

< 1e−20
97 / 276

GO:0009451
RNA modification

< 1e−20
109 / 275

GO:0009987
cellular process

1.93e−06
842 / 6419

GO:0016070
RNA metabolic process

2.58e−15
331 / 1888

GO:0018130
heterocycle biosynthetic process

2.80e−05
248 / 1645

GO:0019438
aromatic compound biosynthetic process

6.86e−05
256 / 1727

GO:0019637
organophosphate metabolic process

3.22e−17
153 / 655

GO:0022613
ribonucleoprotein complex biogenesis

< 1e−20
106 / 282

GO:0032259
methylation
7.83e−16
118 / 470

GO:0034641
cellular nitrogen compound metabolic process

1.47e−18
457 / 2722

GO:0034654
nucleobase−containing compound biosynthetic process

2.58e−06
227 / 1438

GO:0042254
ribosome biogenesis

< 1e−20
106 / 275

GO:0043170
macromolecule metabolic process

7.90e−13
618 / 4195

GO:0043412
macromolecule modification

9.81e−06
267 / 1766

GO:0043414
macromolecule methylation

2.33e−15
116 / 465

GO:0044085
cellular component biogenesis

2.11e−12
190 / 983

GO:0044237
cellular metabolic process

7.55e−09
722 / 5249

GO:0044238
primary metabolic process

2.34e−10
733 / 5266

GO:0044249
cellular biosynthetic process

1.04e−07
482 / 3338

GO:0044260
cellular macromolecule metabolic process

4.11e−11
580 / 3960

GO:0044271
cellular nitrogen compound biosynthetic process

1.18e−05
248 / 1626

GO:0044281
small molecule metabolic process

1.13e−10
275 / 1626

GO:0044699
single−organism process

0.0069
725 / 5701

GO:0044710
single−organism metabolic process

0.0117
438 / 3349

GO:0044711
single−organism biosynthetic process

4.68e−07
281 / 1809

GO:0044763
single−organism cellular process

0.0638
562 / 4466

GO:0046483
heterocycle metabolic process

3.32e−17
451 / 2718

GO:0055086
nucleobase−containing small molecule metabolic process

3.13e−20
126 / 460

GO:0071704
organic substance metabolic process

1.58e−09
766 / 5589

GO:0071840
cellular component organization or biogenesis

9.53e−17
392 / 2291

GO:0090304
nucleic acid metabolic process

1.16e−13
365 / 2187

GO:0090407
organophosphate biosynthetic process

5.60e−20
134 / 507

GO:1901293
nucleoside phosphate biosynthetic process

< 1e−20
97 / 277

GO:1901360
organic cyclic compound metabolic process

4.17e−18
487 / 2964

GO:1901362
organic cyclic compound biosynthetic process

1.22e−05
280 / 1870

GO:1901576
organic substance biosynthetic process

2.20e−09
511 / 3485


