
GO:0006139
nucleobase−containing compound metabolic process

0.118706
91 / 1964

GO:0006351
transcription, DNA−templated

0.202758
54 / 1167

GO:0006725
cellular aromatic compound metabolic process

0.058054
109 / 2306

GO:0006807
nitrogen compound metabolic process

0.158958
106 / 2350

GO:0006810
transport
0.890520
62 / 1708

GO:0006888
ER to Golgi vesicle−mediated transport

0.000327
9 / 54

GO:0006996
organelle organization

0.190094
42 / 885

GO:0007623
circadian rhythm

0.002313
11 / 98

GO:0008150
biological_process

1.000000
392 / 9483

GO:0008152
metabolic process

0.524534
227 / 5493

GO:0009058
biosynthetic process

0.455178
128 / 3061

GO:0009059
macromolecule biosynthetic process

0.597812
79 / 1948

GO:0009657
plastid organization

0.001879
17 / 187

GO:0009658
chloroplast organization

0.001140
13 / 118

GO:0009987
cellular process

0.010303
262 / 5801

GO:0010467
gene expression

0.112843
75 / 1589

GO:0016043
cellular component organization

0.248566
69 / 1541

GO:0016070
RNA metabolic process

0.047765
79 / 1602

GO:0016192
vesicle−mediated transport

0.017221
22 / 328

GO:0016482
cytoplasmic transport

0.216065
19 / 377

GO:0018130
heterocycle biosynthetic process

0.215090
65 / 1429

GO:0019438
aromatic compound biosynthetic process

0.133086
72 / 1537

GO:0032774
RNA biosynthetic process

0.202758
54 / 1167

GO:0034641
cellular nitrogen compound metabolic process

0.113256
100 / 2168

GO:0034645
cellular macromolecule biosynthetic process

0.541829
79 / 1921

GO:0034654
nucleobase−containing compound biosynthetic process

0.198030
59 / 1280

GO:0042793
transcription from plastid promoter

0.000955
7 / 39

GO:0043170
macromolecule metabolic process

0.328749
152 / 3565

GO:0044237
cellular metabolic process

0.203924
199 / 4608

GO:0044238
primary metabolic process

0.506757
188 / 4540

GO:0044249
cellular biosynthetic process

0.250745
124 / 2844

GO:0044260
cellular macromolecule metabolic process

0.214450
146 / 3343

GO:0044271
cellular nitrogen compound biosynthetic process

0.189470
65 / 1414

GO:0044699
single−organism process

0.100680
229 / 5230

GO:0044710
single−organism metabolic process

0.575077
119 / 2909

GO:0044711
single−organism biosynthetic process

0.274400
64 / 1437

GO:0044763
single−organism cellular process

0.044963
183 / 4021

GO:0044765
single−organism transport

0.908185
54 / 1521

GO:0046483
heterocycle metabolic process

0.182811
97 / 2157

GO:0046907
intracellular transport

0.429991
31 / 719

GO:0048193
Golgi vesicle transport

0.053125
13 / 191

GO:0048511
rhythmic process

0.002313
11 / 98

GO:0051179
localization
0.820273
70 / 1852

GO:0051234
establishment of localization

0.776547
67 / 1748

GO:0051641
cellular localization

0.293250
38 / 837

GO:0051649
establishment of localization in cell

0.179589
38 / 789

GO:0071704
organic substance metabolic process

0.457845
204 / 4898

GO:0071840
cellular component organization or biogenesis

0.405590
73 / 1713

GO:0090304
nucleic acid metabolic process

0.089028
85 / 1795

GO:0097659
nucleic acid−templated transcription

0.202758
54 / 1167

GO:1901360
organic cyclic compound metabolic process

0.057096
113 / 2397

GO:1901362
organic cyclic compound biosynthetic process

0.173577
75 / 1636

GO:1901576
organic substance biosynthetic process

0.394450
126 / 2979

GO:1902578
single−organism localization

0.918049
54 / 1532

GO:1902582
single−organism intracellular transport

0.367043
29 / 652

GO:1902589
single−organism organelle organization

0.232469
22 / 449


