
GO:0000166
nucleotide binding

0.03687
53 / 1778

GO:0001882
nucleoside binding

0.05420
37 / 1205

GO:0001883
purine nucleoside binding

0.05312
37 / 1203

GO:0003674
molecular_function

1.00000
249 / 10577

GO:0003824
catalytic activity

0.04269
120 / 4511

GO:0005198
structural molecule activity

0.14695
10 / 290

GO:0005200
structural constituent of cytoskeleton

0.01612
3 / 23

GO:0005488
binding
0.39237

117 / 4859

GO:0005525
GTP binding

0.00695
9 / 144

GO:0016740
transferase activity

0.02454
52 / 1697

GO:0016746
transferase activity, transferring acyl groups

0.02115
9 / 173

GO:0017076
purine nucleotide binding

0.05365
37 / 1204

GO:0019001
guanyl nucleotide binding

0.00726
9 / 145

GO:0032549
ribonucleoside binding

0.05420
37 / 1205

GO:0032550
purine ribonucleoside binding

0.05312
37 / 1203

GO:0032553
ribonucleotide binding

0.06223
37 / 1219

GO:0032555
purine ribonucleotide binding

0.05312
37 / 1203

GO:0032561
guanyl ribonucleotide binding

0.00695
9 / 144

GO:0035639
purine ribonucleoside triphosphate binding

0.05070
35 / 1123

GO:0036094
small molecule binding

0.03865
54 / 1822

GO:0043167
ion binding

0.29856
67 / 2675

GO:0043168
anion binding

0.17178
40 / 1462

GO:0097159
organic cyclic compound binding

0.26499
79 / 3146

GO:0097367
carbohydrate derivative binding

0.07447
37 / 1238

GO:1901265
nucleoside phosphate binding

0.03687
53 / 1778

GO:1901363
heterocyclic compound binding

0.26173
79 / 3143


