
GO:0000959
mitochondrial RNA metabolic process

0.0188
2 / 11

GO:0006139
nucleobase−containing compound metabolic process

0.4494
41 / 2031

GO:0006351
transcription, DNA−templated

0.2207
24 / 1035

GO:0006352
DNA−templated transcription, initiation

0.0154
3 / 27

GO:0006725
cellular aromatic compound metabolic process

0.7153
44 / 2385

GO:0006807
nitrogen compound metabolic process

0.5652
48 / 2471

GO:0007275
multicellular organismal development

0.9625
22 / 1529

GO:0008150
biological_process

1.0000
172 / 8758

GO:0008152
metabolic process

0.9264
97 / 5382

GO:0009058
biosynthetic process

0.9981
43 / 3055

GO:0009059
macromolecule biosynthetic process

0.8960
30 / 1838

GO:0009314
response to radiation

0.2474
15 / 626

GO:0009416
response to light stimulus

0.2691
14 / 590

GO:0009451
RNA modification

0.4193
5 / 216

GO:0009628
response to abiotic stimulus

0.4485
29 / 1425

GO:0009637
response to blue light

0.2138
2 / 44

GO:0009791
post−embryonic development

0.8681
15 / 968

GO:0009845
seed germination

0.2738
4 / 135

GO:0009987
cellular process

0.8953
101 / 5519

GO:0010029
regulation of seed germination

0.1780
2 / 39

GO:0010030
positive regulation of seed germination

0.0222
2 / 12

GO:0010467
gene expression

0.4726
31 / 1541

GO:0016070
RNA metabolic process

0.3473
33 / 1560

GO:0018130
heterocycle biosynthetic process

0.2088
32 / 1409

GO:0019438
aromatic compound biosynthetic process

0.4204
31 / 1508

GO:0032501
multicellular organismal process

0.9189
26 / 1655

GO:0032502
developmental process

0.9683
25 / 1722

GO:0032774
RNA biosynthetic process

0.2207
24 / 1035

GO:0034641
cellular nitrogen compound metabolic process

0.4740
45 / 2251

GO:0034645
cellular macromolecule biosynthetic process

0.8872
30 / 1825

GO:0034654
nucleobase−containing compound biosynthetic process

0.2205
28 / 1226

GO:0043170
macromolecule metabolic process

0.4521
68 / 3400

GO:0043412
macromolecule modification

0.9694
18 / 1318

GO:0044237
cellular metabolic process

0.9650
78 / 4545

GO:0044238
primary metabolic process

0.7375
83 / 4411

GO:0044249
cellular biosynthetic process

0.9862
43 / 2833

GO:0044260
cellular macromolecule metabolic process

0.5067
63 / 3190

GO:0044271
cellular nitrogen compound biosynthetic process

0.1842
32 / 1388

GO:0044699
single−organism process

0.9679
87 / 5012

GO:0044707
single−multicellular organism process

0.9691
22 / 1552

GO:0044767
single−organism developmental process

0.9608
25 / 1696

GO:0046483
heterocycle metabolic process

0.4022
46 / 2249

GO:0048518
positive regulation of biological process

0.3883
11 / 498

GO:0048580
regulation of post−embryonic development

0.9446
2 / 231

GO:0048582
positive regulation of post−embryonic development

0.0978
2 / 27

GO:0050789
regulation of biological process

0.8617
39 / 2275

GO:0050793
regulation of developmental process

0.9970
2 / 396

GO:0050896
response to stimulus

0.8297
54 / 3024

GO:0051094
positive regulation of developmental process

0.1299
2 / 32

GO:0051239
regulation of multicellular organismal process

0.9907
2 / 334

GO:0051240
positive regulation of multicellular organismal process

0.1168
2 / 30

GO:0051716
cellular response to stimulus

0.4631
27 / 1333

GO:0065007
biological regulation

0.8237
43 / 2440

GO:0071214
cellular response to abiotic stimulus

0.1100
4 / 93

GO:0071478
cellular response to radiation

0.0579
3 / 45

GO:0071482
cellular response to light stimulus

0.0579
3 / 45

GO:0071483
cellular response to blue light

0.0188
2 / 11

GO:0071704
organic substance metabolic process

0.8157
89 / 4802

GO:0090304
nucleic acid metabolic process

0.3691
37 / 1774

GO:0090351
seedling development

0.2914
4 / 139

GO:0097659
nucleic acid−templated transcription

0.2207
24 / 1035

GO:1900140
regulation of seedling development

0.1851
2 / 40

GO:1900864
mitochondrial RNA modification

0.0156
2 / 10

GO:1901360
organic cyclic compound metabolic process

0.6164
47 / 2459

GO:1901362
organic cyclic compound biosynthetic process

0.4497
32 / 1577

GO:1901576
organic substance biosynthetic process

0.9951
43 / 2953

GO:2000026
regulation of multicellular organismal development

0.9879
2 / 319


