
GO:0006139
nucleobase−containing compound metabolic process

0.62185
53 / 2461

GO:0006351
transcription, DNA−templated

0.19626
35 / 1361

GO:0006355
regulation of transcription, DNA−templated

0.08788
34 / 1211

GO:0006725
cellular aromatic compound metabolic process

0.83863
56 / 2803

GO:0006807
nitrogen compound metabolic process

0.90995
56 / 2912

GO:0007275
multicellular organismal development

0.18989
49 / 1954

GO:0008150
biological_process

1.00000
246 / 11092

GO:0008152
metabolic process

0.69682
139 / 6422

GO:0009058
biosynthetic process

0.59753
83 / 3804

GO:0009059
macromolecule biosynthetic process

0.26512
58 / 2414

GO:0009889
regulation of biosynthetic process

0.16330
36 / 1375

GO:0009891
positive regulation of biosynthetic process

0.07486
12 / 339

GO:0009893
positive regulation of metabolic process

0.04331
15 / 415

GO:0009987
cellular process

0.54635
150 / 6779

GO:0010467
gene expression

0.27308
48 / 1983

GO:0010468
regulation of gene expression

0.25583
34 / 1363

GO:0010556
regulation of macromolecule biosynthetic process

0.11248
35 / 1282

GO:0010557
positive regulation of macromolecule biosynthetic process

0.01684
12 / 269

GO:0010604
positive regulation of macromolecule metabolic process

0.00911
13 / 278

GO:0010628
positive regulation of gene expression

0.01434
12 / 263

GO:0016070
RNA metabolic process

0.30887
46 / 1923

GO:0018130
heterocycle biosynthetic process

0.57076
38 / 1741

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.08024
36 / 1282

GO:0019222
regulation of metabolic process

0.17162
44 / 1722

GO:0019438
aromatic compound biosynthetic process

0.64392
39 / 1836

GO:0019748
secondary metabolic process

0.42621
8 / 323

GO:0022622
root system development

0.00300
17 / 363

GO:0031323
regulation of cellular metabolic process

0.04253
42 / 1455

GO:0031325
positive regulation of cellular metabolic process

0.01019
13 / 282

GO:0031326
regulation of cellular biosynthetic process

0.10045
36 / 1309

GO:0031328
positive regulation of cellular biosynthetic process

0.01869
12 / 273

GO:0032501
multicellular organismal process

0.15021
54 / 2127

GO:0032502
developmental process

0.17811
56 / 2244

GO:0032774
RNA biosynthetic process

0.19626
35 / 1361

GO:0034641
cellular nitrogen compound metabolic process

0.82335
54 / 2691

GO:0034645
cellular macromolecule biosynthetic process

0.29695
56 / 2353

GO:0034654
nucleobase−containing compound biosynthetic process

0.33074
37 / 1544

GO:0043170
macromolecule metabolic process

0.50637
94 / 4223

GO:0043455
regulation of secondary metabolic process

0.00402
3 / 15

GO:0044237
cellular metabolic process

0.77517
114 / 5382

GO:0044238
primary metabolic process

0.68138
118 / 5463

GO:0044249
cellular biosynthetic process

0.69863
74 / 3485

GO:0044260
cellular macromolecule metabolic process

0.35861
91 / 3961

GO:0044271
cellular nitrogen compound biosynthetic process

0.53183
38 / 1716

GO:0044699
single−organism process

0.61549
132 / 6031

GO:0044707
single−multicellular organism process

0.16993
50 / 1977

GO:0044710
single−organism metabolic process

0.58837
75 / 3434

GO:0044767
single−organism developmental process

0.21914
54 / 2198

GO:0045893
positive regulation of transcription, DNA−templated

0.00931
12 / 248

GO:0045935
positive regulation of nucleobase−containing compound metabo...

0.01179
12 / 256

GO:0046483
heterocycle metabolic process

0.81817
54 / 2685

GO:0048364
root development

0.00292
17 / 362

GO:0048513
organ development

0.02484
32 / 1010

GO:0048518
positive regulation of biological process

0.05022
20 / 608

GO:0048522
positive regulation of cellular process

0.01525
17 / 430

GO:0048731
system development

0.14622
40 / 1527

GO:0048856
anatomical structure development

0.31985
49 / 2063

GO:0050789
regulation of biological process

0.06359
74 / 2844

GO:0050794
regulation of cellular process

0.08692
63 / 2422

GO:0051171
regulation of nitrogen compound metabolic process

0.09033
36 / 1296

GO:0051173
positive regulation of nitrogen compound metabolic process

0.01248
12 / 258

GO:0051252
regulation of RNA metabolic process

0.09174
34 / 1216

GO:0051254
positive regulation of RNA metabolic process

0.00931
12 / 248

GO:0060255
regulation of macromolecule metabolic process

0.13291
39 / 1471

GO:0065007
biological regulation

0.06606
80 / 3108

GO:0071704
organic substance metabolic process

0.74730
125 / 5846

GO:0080090
regulation of primary metabolic process

0.06519
41 / 1462

GO:0090304
nucleic acid metabolic process

0.38160
51 / 2197

GO:0097659
nucleic acid−templated transcription

0.19626
35 / 1361

GO:1901360
organic cyclic compound metabolic process

0.70637
62 / 2943

GO:1901362
organic cyclic compound biosynthetic process

0.46276
45 / 1986

GO:1901576
organic substance biosynthetic process

0.51671
82 / 3691

GO:1902680
positive regulation of RNA biosynthetic process

0.00931
12 / 248

GO:1903506
regulation of nucleic acid−templated transcription

0.08788
34 / 1211

GO:1903508
positive regulation of nucleic acid−templated transcription

0.00931
12 / 248

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.11248
35 / 1282

GO:2001141
regulation of RNA biosynthetic process

0.08788
34 / 1211


