
GO:0000166
nucleotide binding

0.179677
44 / 1741

GO:0001882
nucleoside binding

0.110831
34 / 1247

GO:0001883
purine nucleoside binding

0.109073
34 / 1245

GO:0003674
molecular_function

1.000000
238 / 10797

GO:0003824
catalytic activity

0.449918
95 / 4246

GO:0003924
GTPase activity

0.005354
6 / 73

GO:0005198
structural molecule activity

0.006066
15 / 328

GO:0005200
structural constituent of cytoskeleton

0.000225
5 / 26

GO:0005488
binding

0.246170
116 / 5003

GO:0005515
protein binding

0.196195
34 / 1327

GO:0005525
GTP binding

0.022129
8 / 156

GO:0008134
transcription factor binding

0.003216
3 / 14

GO:0016462
pyrophosphatase activity

0.322112
11 / 420

GO:0016787
hydrolase activity

0.343945
34 / 1430

GO:0016817
hydrolase activity, acting on acid anhydrides

0.247725
12 / 433

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.231026
12 / 426

GO:0017076
purine nucleotide binding

0.112606
34 / 1249

GO:0017111
nucleoside−triphosphatase activity

0.281512
11 / 405

GO:0019001
guanyl nucleotide binding

0.022891
8 / 157

GO:0032549
ribonucleoside binding

0.110831
34 / 1247

GO:0032550
purine ribonucleoside binding

0.109073
34 / 1245

GO:0032553
ribonucleotide binding

0.118045
34 / 1255

GO:0032555
purine ribonucleotide binding

0.109073
34 / 1245

GO:0032561
guanyl ribonucleotide binding

0.022129
8 / 156

GO:0035639
purine ribonucleoside triphosphate binding

0.129813
32 / 1184

GO:0036094
small molecule binding

0.182761
45 / 1787

GO:0043167
ion binding
0.449529
60 / 2665

GO:0043168
anion binding

0.097333
40 / 1480

GO:0097159
organic cyclic compound binding

0.365661
75 / 3273

GO:0097367
carbohydrate derivative binding

0.093917
35 / 1268

GO:1901265
nucleoside phosphate binding

0.179677
44 / 1741

GO:1901363
heterocyclic compound binding

0.352671
75 / 3262


