
GO:0000166
nucleotide binding

0.010895
91 / 1813

GO:0000287
magnesium ion binding

0.000443
10 / 70

GO:0001882
nucleoside binding

0.046685
63 / 1279

GO:0001883
purine nucleoside binding

0.044272
63 / 1275

GO:0003674
molecular_function

1.000000
417 / 10401

GO:0003824
catalytic activity

0.258460
176 / 4219

GO:0005488
binding

0.004759
225 / 4953

GO:0005525
GTP binding

0.002572
15 / 165

GO:0008194
UDP−glycosyltransferase activity

0.128992
8 / 125

GO:0008375
acetylglucosaminyltransferase activity

0.001365
4 / 13

GO:0016740
transferase activity

0.240105
73 / 1680

GO:0016757
transferase activity, transferring glycosyl groups

0.453120
14 / 330

GO:0016758
transferase activity, transferring hexosyl groups

0.366405
10 / 216

GO:0016853
isomerase activity

0.061141
9 / 124

GO:0016860
intramolecular oxidoreductase activity

0.002285
5 / 24

GO:0017076
purine nucleotide binding

0.046685
63 / 1279

GO:0019001
guanyl nucleotide binding

0.002890
15 / 167

GO:0032549
ribonucleoside binding

0.046685
63 / 1279

GO:0032550
purine ribonucleoside binding

0.044272
63 / 1275

GO:0032553
ribonucleotide binding

0.049197
63 / 1283

GO:0032555
purine ribonucleotide binding

0.044272
63 / 1275

GO:0032561
guanyl ribonucleotide binding

0.002572
15 / 165

GO:0035639
purine ribonucleoside triphosphate binding

0.075351
58 / 1202

GO:0036094
small molecule binding

0.007169
94 / 1853

GO:0043167
ion binding
0.003602

133 / 2706

GO:0043168
anion binding

0.024766
75 / 1506

GO:0043169
cation binding

0.119095
64 / 1383

GO:0046872
metal ion binding

0.066544
62 / 1284

GO:0097159
organic cyclic compound binding

0.064763
146 / 3276

GO:0097367
carbohydrate derivative binding

0.057355
63 / 1295

GO:1901265
nucleoside phosphate binding

0.010895
91 / 1813

GO:1901363
heterocyclic compound binding

0.061519
146 / 3270


