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molecular_function
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890 / 10027

GO:0003824
catalytic activity

0.005869
379 / 3869

GO:0004364
glutathione transferase activity

0.000481
9 / 28

GO:0005215
transporter activity

0.195822
61 / 616

GO:0005488
binding

0.977347
371 / 4493

GO:0005509
calcium ion binding

0.000587
24 / 133

GO:0015144
carbohydrate transmembrane transporter activity

0.102929
9 / 63

GO:0015145
monosaccharide transmembrane transporter activity

0.000939
5 / 10

GO:0016740
transferase activity

0.119088
144 / 1482

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.049561
10 / 63

GO:0016829
lyase activity

0.009196
21 / 137

GO:0016840
carbon−nitrogen lyase activity

0.001597
5 / 11

GO:0016843
amine−lyase activity

0.000939
5 / 10

GO:0016844
strictosidine synthase activity

0.000939
5 / 10

GO:0022857
transmembrane transporter activity

0.181481
52 / 516

GO:0022891
substrate−specific transmembrane transporter activity

0.050862
49 / 437

GO:0022892
substrate−specific transporter activity

0.034866
54 / 476

GO:0043167
ion binding
0.768841

212 / 2485

GO:0043169
cation binding

0.153356
131 / 1358

GO:0046872
metal ion binding

0.235607
120 / 1270

GO:0051119
sugar transmembrane transporter activity

0.149073
8 / 59

GO:1901476
carbohydrate transporter activity

0.102929
9 / 63


