
GO:0003674
molecular_function

1.000000
350 / 10240

GO:0003676
nucleic acid binding

0.013144
67 / 1510

GO:0005488
binding

0.000627
200 / 4970

GO:0005515
protein binding

0.058409
57 / 1362

GO:0031072
heat shock protein binding

0.009703
7 / 70

GO:0043167
ion binding
0.005381

114 / 2705

GO:0051082
unfolded protein binding

0.000196
10 / 74

GO:0097159
organic cyclic compound binding

0.015934
128 / 3190

GO:1901363
heterocyclic compound binding

0.019891
127 / 3184


