
GO:0000166

nucleotide binding

0.9874
21 / 1584

GO:0001882

nucleoside binding

0.9752

15 / 1153

GO:0001883

purine nucleoside binding

0.9745
15 / 1150

GO:0003674

molecular_function

1.0000

190 / 9595

GO:0005198

structural molecule activity

0.2684

9 / 354

GO:0005200

structural constituent of cytoskeleton

0.0128
3 / 25

GO:0005488

binding

0.3069

93 / 4498

GO:0005525

GTP binding

0.0183

7 / 136

GO:0017076

purine nucleotide binding

0.9759

15 / 1156

GO:0019001

guanyl nucleotide binding

0.0190

7 / 137

GO:0031406

carboxylic acid binding

0.0142
3 / 26

GO:0032549

ribonucleoside binding

0.9750
15 / 1152

GO:0032550

purine ribonucleoside binding

0.9745

15 / 1150

GO:0032553

ribonucleotide binding

0.9575

16 / 1156

GO:0032555

purine ribonucleotide binding

0.9747

15 / 1151

GO:0032561

guanyl ribonucleotide binding

0.0183

7 / 136

GO:0035639

purine ribonucleoside triphosphate binding

0.9532
15 / 1086

GO:0036094

small molecule binding

0.9361
25 / 1623

GO:0043167

ion binding

0.1877
53 / 2388

GO:0043168

anion binding

0.6741

25 / 1350

GO:0043177

organic acid binding

0.0142

3 / 26

GO:0097159

organic cyclic compound binding

0.8922
51 / 2942

GO:0097367

carbohydrate derivative binding

0.9619
16 / 1168

GO:1901265

nucleoside phosphate binding

0.9874

21 / 1584

GO:1901363

heterocyclic compound binding

0.8882
51 / 2935


