
GO:0006139
nucleobase−containing compound metabolic process

0.537212
153 / 1949

GO:0006725
cellular aromatic compound metabolic process

0.474353
175 / 2207

GO:0006753
nucleoside phosphate metabolic process

2.36e−05
51 / 360

GO:0006793
phosphorus metabolic process

0.001679
124 / 1234

GO:0006796
phosphate−containing compound metabolic process

0.014168
112 / 1173

GO:0006807
nitrogen compound metabolic process

0.586093
182 / 2335

GO:0007275
multicellular organismal development

0.005699
156 / 1654

GO:0008150
biological_process

1.000000
646 / 8200

GO:0008152
metabolic process

0.004411
440 / 5191

GO:0009058
biosynthetic process

0.013737
271 / 3101

GO:0009117
nucleotide metabolic process

2.18e−05
51 / 359

GO:0009165
nucleotide biosynthetic process

5.96e−07
44 / 257

GO:0009653
anatomical structure morphogenesis

0.057229
78 / 834

GO:0009888
tissue development

0.001033
76 / 683

GO:0009987
cellular process

0.000309
473 / 5507

GO:0010015
root morphogenesis

1.29e−07
51 / 303

GO:0010053
root epidermal cell differentiation

1.26e−07
45 / 252

GO:0010054
trichoblast differentiation

7.72e−08
45 / 248

GO:0018130
heterocycle biosynthetic process

0.637312
99 / 1291

GO:0019438
aromatic compound biosynthetic process

0.383730
110 / 1357

GO:0019637
organophosphate metabolic process

0.007630
57 / 526

GO:0022622
root system development

7.25e−07
58 / 383

GO:0030154
cell differentiation

7.66e−05
73 / 597

GO:0032501
multicellular organismal process

0.012478
161 / 1749

GO:0032502
developmental process

0.034082
166 / 1862

GO:0034641
cellular nitrogen compound metabolic process

0.572851
168 / 2152

GO:0034654
nucleobase−containing compound biosynthetic process

0.462671
91 / 1140

GO:0044237
cellular metabolic process

0.047408
369 / 4420

GO:0044238
primary metabolic process

0.004941
386 / 4497

GO:0044249
cellular biosynthetic process

0.059764
241 / 2823

GO:0044271
cellular nitrogen compound biosynthetic process

0.518011
101 / 1282

GO:0044281
small molecule metabolic process

4.61e−05
148 / 1401

GO:0044699
single−organism process

0.002525
424 / 4954

GO:0044707
single−multicellular organism process

0.003732
159 / 1672

GO:0044710
single−organism metabolic process

0.059174
251 / 2947

GO:0044711
single−organism biosynthetic process

0.000815
162 / 1650

GO:0044763
single−organism cellular process

0.002223
344 / 3920

GO:0044767
single−organism developmental process

0.015884
166 / 1821

GO:0046483
heterocycle metabolic process

0.623994
164 / 2119

GO:0048364
root development

7.25e−07
58 / 383

GO:0048513
organ development

0.000942
95 / 889

GO:0048731
system development

0.003128
127 / 1290

GO:0048856
anatomical structure development

0.025668
154 / 1701

GO:0048869
cellular developmental process

0.000620
81 / 725

GO:0055086
nucleobase−containing small molecule metabolic process

1.80e−05
54 / 385

GO:0071704
organic substance metabolic process

0.001383
411 / 4756

GO:0090407
organophosphate biosynthetic process

0.000638
52 / 420

GO:0090558
plant epidermis development

0.000206
51 / 391

GO:0090627
plant epidermal cell differentiation

6.62e−08
46 / 255

GO:1901293
nucleoside phosphate biosynthetic process

5.96e−07
44 / 257

GO:1901360
organic cyclic compound metabolic process

0.247686
194 / 2361

GO:1901362
organic cyclic compound biosynthetic process

0.191755
128 / 1514

GO:1901576
organic substance biosynthetic process

0.009077
265 / 3003


