
GO:0003674
molecular_function

1.000000
265 / 7528

GO:0003824
catalytic activity

0.001987
140 / 3311

GO:0004364
glutathione transferase activity

0.000630
6 / 31

GO:0005488
binding

0.275592
146 / 3998

GO:0005515
protein binding

0.133522
46 / 1113

GO:0016491
oxidoreductase activity

7.57e−05
41 / 630

GO:0016740
transferase activity

0.338687
47 / 1253

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.002659
7 / 54

GO:0042802
identical protein binding

4.23e−05
12 / 86

GO:0048037
cofactor binding

0.002389
17 / 225

GO:0050662
coenzyme binding

0.000635
15 / 164


