
GO:0000166
nucleotide binding

0.81772
20 / 1501

GO:0001882
nucleoside binding

0.45643
17 / 1033

GO:0001883
purine nucleoside binding

0.45478
17 / 1032

GO:0003674
molecular_function

1.00000
165 / 10512

GO:0003779
actin binding

0.00842
3 / 27

GO:0003824
catalytic activity

0.60666
64 / 4155

GO:0005488
binding
0.76570

69 / 4657

GO:0005515
protein binding

0.73434
16 / 1151

GO:0005525
GTP binding

0.04423
5 / 123

GO:0008092
cytoskeletal protein binding

0.00883
4 / 52

GO:0008168
methyltransferase activity

0.14197
4 / 128

GO:0008171
O−methyltransferase activity

0.03867
2 / 20

GO:0016740
transferase activity

0.45682
25 / 1537

GO:0016741
transferase activity, transferring one−carbon groups

0.15952
4 / 134

GO:0017076
purine nucleotide binding

0.45478
17 / 1032

GO:0019001
guanyl nucleotide binding

0.04423
5 / 123

GO:0032549
ribonucleoside binding

0.45643
17 / 1033

GO:0032550
purine ribonucleoside binding

0.45478
17 / 1032

GO:0032553
ribonucleotide binding

0.47457
17 / 1044

GO:0032555
purine ribonucleotide binding

0.45478
17 / 1032

GO:0032561
guanyl ribonucleotide binding

0.04423
5 / 123

GO:0035639
purine ribonucleoside triphosphate binding

0.54235
15 / 957

GO:0036094
small molecule binding

0.85238
20 / 1542

GO:0043167
ion binding

0.92298
32 / 2493

GO:0043168
anion binding

0.78253
17 / 1260

GO:0097159
organic cyclic compound binding

0.88379
40 / 2950

GO:0097367
carbohydrate derivative binding

0.50412
17 / 1062

GO:1901265
nucleoside phosphate binding

0.81772
20 / 1501

GO:1901363
heterocyclic compound binding

0.87896
40 / 2941


