
GO:0003674
molecular_function

1.00000
491 / 9473

GO:0003824
catalytic activity

0.17086
219 / 4020

GO:0004364
glutathione transferase activity

0.00143
6 / 25

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.02803
17 / 198

GO:0004650
polygalacturonase activity

0.00322
6 / 29

GO:0005488
binding
0.14387

240 / 4400

GO:0005515
protein binding

0.00352
79 / 1137

GO:0008536
Ran GTPase binding

0.01264
3 / 10

GO:0016740
transferase activity

0.06851
92 / 1535

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

5.59e−05
12 / 61

GO:0016787
hydrolase activity

0.25646
77 / 1381

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.03883
17 / 206

GO:0017016
Ras GTPase binding

0.02144
3 / 12

GO:0019899
enzyme binding

0.18428
6 / 74

GO:0031267
small GTPase binding

0.02144
3 / 12

GO:0051020
GTPase binding

0.02683
3 / 13


