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negative regulation of protein phosphorylation
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regulation of phosphorylation

0.06119
2 / 42

GO:0042326
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0.01001
2 / 16

GO:0045786
negative regulation of cell cycle

0.02367
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negative regulation of cellular process

0.35740
5 / 410

GO:0050789
regulation of biological process
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4 / 166

GO:0051338
regulation of transferase activity
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2 / 24
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regulation of cell cycle
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GO:0060255
regulation of macromolecule metabolic process
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13 / 1308
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biological regulation
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regulation of molecular function
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regulation of protein serine/threonine kinase activity
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2 / 23

GO:0080090
regulation of primary metabolic process
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