
GO:0003674
molecular_function

1.000000
1567 / 8983

GO:0003735
structural constituent of ribosome

2.34e−07
70 / 224

GO:0003824
catalytic activity

1.000000
464 / 3463

GO:0005198
structural molecule activity

1.56e−06
79 / 274

GO:0005488
binding

0.999370
657 / 4094

GO:0005527
macrolide binding

0.000832
7 / 11

GO:0008144
drug binding

0.000472
8 / 13

GO:0016853
isomerase activity

0.192661
21 / 99

GO:0016859
cis−trans isomerase activity

0.000366
13 / 28

GO:0097159
organic cyclic compound binding

1.000000
356 / 2571

GO:1901363
heterocyclic compound binding

1.000000
356 / 2565


