
GO:0003674
molecular_function

1.000000
549 / 12387

GO:0003735
structural constituent of ribosome

2.00e−09
40 / 317

GO:0003824
catalytic activity

0.814480
219 / 5158

GO:0005198
structural molecule activity

2.51e−08
45 / 416

GO:0005488
binding

0.638972
246 / 5631

GO:0005515
protein binding

0.010124
82 / 1443

GO:0008168
methyltransferase activity

0.098857
11 / 160

GO:0008173
RNA methyltransferase activity

0.000666
5 / 17

GO:0016740
transferase activity

0.147288
96 / 1957

GO:0016741
transferase activity, transferring one−carbon groups

0.020752
14 / 172

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.486036
41 / 912

GO:0016779
nucleotidyltransferase activity

0.059584
8 / 95

GO:0042802
identical protein binding

0.001171
14 / 124

GO:0070566
adenylyltransferase activity

0.004536
4 / 16


