
GO:0006139
nucleobase−containing compound metabolic process

0.002089
93 / 2348

GO:0006351
transcription, DNA−templated

7.86e−09
75 / 1281

GO:0006355
regulation of transcription, DNA−templated

1.70e−10
75 / 1177

GO:0006725
cellular aromatic compound metabolic process

0.004704
104 / 2748

GO:0006807
nitrogen compound metabolic process

0.020992
102 / 2829

GO:0008150
biological_process

1.000000
344 / 11418

GO:0008152
metabolic process

0.018802
217 / 6566

GO:0009058
biosynthetic process

0.001047
141 / 3773

GO:0009059
macromolecule biosynthetic process

0.000186
97 / 2304

GO:0009719
response to endogenous stimulus

3.10e−12
71 / 994

GO:0009725
response to hormone

2.21e−12
65 / 857

GO:0009889
regulation of biosynthetic process

2.07e−10
81 / 1326

GO:0009987
cellular process

0.009166
231 / 6959

GO:0010033
response to organic substance

1.25e−08
84 / 1522

GO:0010467
gene expression

5.68e−05
85 / 1891

GO:0010468
regulation of gene expression

2.43e−09
78 / 1321

GO:0010556
regulation of macromolecule biosynthetic process

7.93e−10
76 / 1241

GO:0016070
RNA metabolic process

4.72e−05
83 / 1825

GO:0018130
heterocycle biosynthetic process

5.45e−06
81 / 1669

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

5.46e−10
76 / 1231

GO:0019222
regulation of metabolic process

8.17e−09
90 / 1663

GO:0019438
aromatic compound biosynthetic process

3.70e−06
86 / 1789

GO:0031323
regulation of cellular metabolic process

4.51e−09
82 / 1439

GO:0031326
regulation of cellular biosynthetic process

1.71e−09
76 / 1262

GO:0032774
RNA biosynthetic process

8.41e−09
75 / 1283

GO:0034641
cellular nitrogen compound metabolic process

0.009378
97 / 2594

GO:0034645
cellular macromolecule biosynthetic process

0.001420
91 / 2260

GO:0034654
nucleobase−containing compound biosynthetic process

5.07e−07
77 / 1468

GO:0042221
response to chemical

3.96e−06
95 / 2042

GO:0043170
macromolecule metabolic process

0.024357
145 / 4216

GO:0044237
cellular metabolic process

0.020881
185 / 5507

GO:0044238
primary metabolic process

0.011472
186 / 5468

GO:0044249
cellular biosynthetic process

0.038103
120 / 3468

GO:0044260
cellular macromolecule metabolic process

0.054433
134 / 3966

GO:0044271
cellular nitrogen compound biosynthetic process

6.90e−06
80 / 1652

GO:0046483
heterocycle metabolic process

0.005676
98 / 2580

GO:0050789
regulation of biological process

9.86e−10
138 / 2905

GO:0050794
regulation of cellular process

5.09e−11
129 / 2537

GO:0050896
response to stimulus

5.56e−05
142 / 3586

GO:0051171
regulation of nitrogen compound metabolic process

1.11e−09
76 / 1250

GO:0051252
regulation of RNA metabolic process

2.33e−10
75 / 1185

GO:0060255
regulation of macromolecule metabolic process

1.25e−08
80 / 1420

GO:0065007
biological regulation

7.05e−10
148 / 3183

GO:0071704
organic substance metabolic process

0.008328
200 / 5898

GO:0080090
regulation of primary metabolic process

1.40e−09
83 / 1429

GO:0090304
nucleic acid metabolic process

0.000197
89 / 2074

GO:0097659
nucleic acid−templated transcription

7.86e−09
75 / 1281

GO:1901360
organic cyclic compound metabolic process

0.002346
110 / 2874

GO:1901362
organic cyclic compound biosynthetic process

6.02e−07
94 / 1931

GO:1901576
organic substance biosynthetic process

0.000217
141 / 3650

GO:1903506
regulation of nucleic acid−templated transcription

1.70e−10
75 / 1177

GO:2000112
regulation of cellular macromolecule biosynthetic process

7.93e−10
76 / 1241

GO:2001141
regulation of RNA biosynthetic process

1.70e−10
75 / 1177


